mads_8 (LGFGAFDK_00005)
1 2 3 GTP 3',8-cyclase (LGFGAFDK_00004) 6 8

IMGPR_plasmid_3300039333_000063: 220-7,001 (+)
17 16 15

IMGPR_plasmid_3300039376_000036: 6,730-13,511 (-)
17

IMGPR_plasmid_3300039356_000057: 9,355-15,605 (-)

i

IMGPR_plasmid_3300039039_000042: 68-6,315 (+)
Subtilisin amylosacchariticus (LFCPHLNH_00002)
15630 family transposase ISCARN21 (LFCPHLNH_00001)

w
N
w
o

IMGPR_plasmid_3300029457_000016: 246-10,718 (+)
ISNCY family transposase ISCb1 (HJDLNBEA_00004)

-
N
w
w

IMGPR_plasmid_3300029477_000059: 128-11,926 (+)

tet ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (ABACBHEI_00001)
4 5 6

|
|

IMGPR_plasmid_3300029372_000056: 110-10,684 (+)
tet ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (KHPIDAKO_00019)
18 17

|
|

IMGPR_plasmid_3300029872_000058: 8,182-16,973 (-)

ABC transportt\er (VF0818) (OKDDLDDL_00019)
18

[
~N

IMGPR _plasmid_3300029180_000030: 9,622-19,235 (-)
ABC transporter (VF0818) (OJCAOMFO_00001)

?
|

IMGPR_plasmid_3300029546_000027: 261-9,460 (+)

ABC transporter (VF0818) (ECIDOJBO_00016)
18 17 [ 15 14

IMGPR_plasmid_33000293%94_000115: 6,543-17,443 (-)

ABC transporter (VFO8 %8) (ILLPNCMC_00003)
1 2 4 5

IMGPR_plasmid_3300029379_000131:23-11,550 (+)
18 17

[y
el

IMGPR_plasmid_3300029751_000108: 9,251-17,638 (-)

i

IMGPR_plasmid_3300029046_000040: 340-5,798 (+)
16 15

IMGPR_plasmid_3300029593 000057:7,424-14,535 (-)
GTP 3',8-cyclase (DGJPJCPH_00001)

o

IMGPR_plasmid_3300029786_000057: 77-5,192 (+)
15

IMGPR_plasmid_3300029054_000036: 7,883-13,221 (-)
15 14

IMGPR_plasmid_3300029712_000059: 6,298-11,871 (-)
18 17

IMGPR_plasmid_3300029610_000114:8,609-14,668 (-)
17 16

IMGPR _plasmid_3300029617_000061: 14,810-20,915 (-)
[ 4000 nt i
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




