TFS3a (VF0780) (EINHHGCN_00005)
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IMGPR_plasmid_2534682276_000001: 34-5,931 (+)
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IMGPR_plasmid_2619619204_000002: 37-5,361 (+)
V_U4 CAS-V-F; (AGHJKNEE_00002)
1 3
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IMGPR_plasmid_2519103107_000001: 309-7,643 (+)
30 29 28

IMGPR _plasmid_2695420462_000001: 18,379-29,973 (-)
Tyrosine recombinase XerH (ENIHJHAA_00032)
31 30 29 28 27 26 25

|
i

IMGPR_plasmid_2529292961 000001: 17,068-39,198 (-)
1 2 3 45 10

IMGPR_plasmid_2660238415_000001:46-11,635 (+)
TFS3a (VF0780) (KBDBENAE_00004)

TFS3a (VF0780) (KBDBENAE_00008)
5 9 10
O E@EE- b @d

IMGPR _plasmid_2534681794 000001: 357-8,246 (+)
8000 nt i
defence (PADLOC) virulence (VFDB)




