
IMGPR_plasmid_3300009685_000041: 52-19,482 (+)
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Multidrug resistance protein MdtH (JHIJNBJO_00002)

3

2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (JHIJNBJO_00004)

MgtBC (VF0106) (JHIJNBJO_00005) 6

Putative fluoride ion transporter CrcB (JHIJNBJO_00007)
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DrmD_00013 DrmD (JHIJNBJO_00012)
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putative fatty acid methyltransferase (JHIJNBJO_00014)

Cell division protein ZapE (JHIJNBJO_00015)
Streptococcal enolase (VF1060) (JHIJNBJO_00016)

DNA mismatch repair protein MutS (JHIJNBJO_00017)

DNA mismatch repair protein MutS

IMGPR_plasmid_3300009687_000040: 111-13,848 (+)
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Putative fluoride ion transporter CrcB (NONOMAJC_00003)

4 5 6 7 DrmD_00013 DrmD (NONOMAJC_00008)

IMGPR_plasmid_3300042886_000012: 248-12,744 (+)

Magnesium-transporting ATPase, P-type 1 (NMPCAIPJ_00001)
2

Putative fluoride ion transporter CrcB (NMPCAIPJ_00003)

4 5 TRAP-T-associated universal stress protein TeaD (NMPCAIPJ_00006)

IMGPR_plasmid_3300042865_000006: 23,550-37,411 (-)

TRAP-T-associated universal stress protein TeaD (IKJNLBIO_00034)3536

Putative fluoride ion transporter CrcB (IKJNLBIO_00037)

38

Magnesium-transporting ATPase, P-type 1 (IKJNLBIO_00039)
Tn3 family transposase ISPa38 (IKJNLBIO_00040)

IMGPR_plasmid_3300001712_000024: 28,515-50,920 (-)

TRAP-T-associated universal stress protein TeaD (MAGKGLEF_00039)4041

Putative fluoride ion transporter CrcB (MAGKGLEF_00042)

43
MgtBC (VF0106) (MAGKGLEF_00044)

2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (MAGKGLEF_00045)

46

Multidrug resistance protein MdtH (MAGKGLEF_00047)

4849
Chloride/fluoride channel protein (MAGKGLEF_00050)
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