retron_type_VI_hth_cluster2, 1(MHMHKLHI 00028)
26 27 30 31 33

%(_K_K_K:KHFCK —

IMGPR_plasmid_ 3300029478 _000091:18,864-22,674 (+)
PDC-M69A_WP_216276383.1 (BFHGEMNL_00007) 2

T = Hj =

\MGPR?D\asm\d7330002953270000‘?7 17-3,719 ()

7 6 5 4 3 Regulator of RpoS (KLPHMLEE_00002) 1
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I
IMGPR _plasmid_3300029474_000128: 96-8,020 (-)
Tyrosine recombinase XerC (MODCMEMK_00027) ABC transporter ATP-binding protein YtrE (MODCMEMK_00032)
25 26 28 29 Regulator of RpoS (MODCMEMK_00030) 31

o oo—a-aa-a—aas — .

I
IMGPR_plasmid_3300014789_000069: 12,636-20,939 (+)

LexA repressor (ACFKGHKH_00036)
capH (ACFKGHKH_00033)
27 34 35 DNA polymerase IV (ACFKGHKH_00037)

LexA repressor (MHIHEMCD_00030)
26 27 28 29 DNA polymerase IV (MHIHEMCD_00031)
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I
IMGPR_plasmid_3300014548 000055: 14,742-20,875 (+)
} 3000 nt {
defence (PADLOC)
I

——
IMGPR_plasmid_3300030432_000055: 19,358-24,152 (+)




