
IMGPR_plasmid_3300029507_000131: 22-9,407 (+)

DNA polymerase III subunit alpha (DLOBBCGM_00001)

ATP-dependent 6-phosphofructokinase (DLOBBCGM_00002)

3

tRNA-dihydrouridine synthase B (DLOBBCGM_00004)

Transcription elongation factor GreA (DLOBBCGM_00005)

Lysine--tRNA ligase (DLOBBCGM_00006)
7 8 9 10 11 12 13

IMGPR_plasmid_2835185141_000004: 80-14,426 (+)

1 2
putative protein (MLJAALPE_00003)

Ornithine carbamoyltransferase (MLJAALPE_00004)

Bifunctional ligase/repressor BirA (MLJAALPE_00005)

6
Type III pantothenate kinase (MLJAALPE_00007)

tRNA-dihydrouridine synthase B (MLJAALPE_00008)

9

Transcription elongation factor GreA (MLJAALPE_00010)
Lysine--tRNA ligase (MLJAALPE_00011)

12

IMGPR_plasmid_3300008103_000135: 28,556-31,965 (-)

32
Lysine--tRNA ligase (OMEILMAK_00033)

IMGPR_plasmid_3300029452_000056: 84-14,162 (+)

1 2

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (BOFIOAJJ_00003)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (BOFIOAJJ_00004)

HitABC (VF0268) (BOFIOAJJ_00005) 6 7 8 9 10 11
Transposase from transposon Tn916 (BOFIOAJJ_00012)

13

5000 nt

virulence (VFDB) AMR (AMRFinderPlus)


