Protein YdeP (PJJJGNCJ_00012) Aryl-alcohol dehydrogenase (PJJJGNCJ_00015)
10 11 \ 13 Coniferyl aldehyde dehydrogenase (PJJJGNCJ_00014)

} K
]
IMGPR_plasmid_3300046515_000555: 10,404-18,557 (+)
Aryl-alcohol dehydrogenase (ALCDCJFC_00014) Hydroxycinnamoyl-CoA hydratase-lyase (ALCDCJFC_00015)

K

Hydroxycinnamoyl-CoA hydratase-lyase (ACFOOGOK_00016)
Transcriptional regulator SlyA (ACFOOGOK_00018)

i

IMGPR_plasmid_3300004625_000442:10,870-19,002 (+)

|

MymA operon (VF0840) (ACFOOGOK_00017) 19 DS-9_DS-9B (ACFOOGOK_00020)
A X — K K < DT

IMGPR _plasmid_2795386130_000014: 12,741-26,284 (+)
Hydroxycinnamoyl-CoA hydratase-lyase (EKDPADKB_00005)  Transcriptional regulator SlyA (EKDPADKB_00003)
MymA operon (VF0840) (EKDPADKB_00004) 2 1

|
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IMGPR_plasmid_2802429635_000041: 30-15,000 (-)

Hydroxycinnamoyl-CoA hydratase-lyase (LJMMOLGN_00005)
Transcriptional regulator SlyA (LJMMOLGN_00003)
MymA operon (VF0840) (LJMMOLGN_60004) 2 Michele_2A _hits_grouped (LJMMOLGN_00001)

AN

i

L X — K

IMGPR_plasmid_2802429633_.000032: 168-13,631 (-)

AN

Hydroxycinnamoyl-CoA hydratase-lyase (KHKAALAC_00016) 3-oxoacyl-[acyl-carrier-protein] reductase FabG (KHKAALAC_00020)
Transcriptional regulator SlyA (KHKAALAC_00018)

.{

MymA operon (VF0840) (KHKAALAC_00017) 19 21 22
S K — K K i HD i —@E-d@-da

IMGPR _plasmid_2738541333_000017: 13,041-27,034 (+)

Hydroxycinnamoyl-CoA hydratase-lyase (GIICMHJD_00005)
Transcriptional regulator SlyA (GIICMHJD_00003)
MymA operon (VF0840) (Gl ICMHJD_06004) 2 1

. T —d

Hydroxycinnamoyl-CoA hydratase-lyase (AGGKEKJK_00008)
Transcriptional regulator SlyA (AGGKEKJK_00006)

:

L X — K

IMGPR_plasmid_2824821075_000025: 18-13,031 (-)

A

.{

MymA operon (VF0840) (AGGKEKJK_00007) 5 4 3 2 1
& — — K K A —O-G@EE

IMGPR _plasmid_2724679232_000041: 149-15,885 (-)
} 6000 nt {
defence (DefenseFinder) virulence (VFDB)




