putative multiple-sugar transport system permease YteP (IBMPKDHN_00020)
Non-reducing end alpha-L-arabinofuranosidase BoGH43A (IBMPKDHN_00016)

mRNA interferase toxin YafQ (IBMPKDHN_00013) L-arabinose transport system permease protein AraQ (IBMPKDHN_00019)
1S3 family trangosase ISRme 12 (IBMPKDHN_00015) Beta-peptidyl aminopeptidase BapA (IBMPKDHN_00023)
HTH-typé transcriptional activator RhaS (IBMPKDHN_00017) D-alanine aminotransferase (IBMPKDHN_00024)
9 10 11 12| 14 | 18 21 22 | 25 1 2
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putative multiple-sugar transport system permease YteP (DOHPAPKJ_00018)
L-arabinose transport system permease protein AraQ (DOHPAPKJ_00017)
HTH-type transcriptional activator RhaS (DOHPAPKJ_00015)
Non-reducing end alpha-L-arabinofuranosidase BoGH43A (DOHPAPKJ_00014) 16 19 20
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putative multiple-sugar transport system permease YteP (JCIKNIGJ_00019)
L-arabinose transport system permease protein AraQ (JCIKNIGJ_00018)
Non-reducing end alpha-L-arabinofuranosidase BoGH43A (JCIKNIGJ_00014)
HTH-type transcriptional activator RhaS (JCIKNIGJ_00015)
16 17 20 21 2425
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IMGPR_plasmid_3300053491_076470:6,199-23,782 (+); 1-2,107 (+)

IMGPR_plasmid_3300053491_076820: 6,231-22,559 (+); 1-2,140 (+)

IMGPR _plasmid_3300053491 074643:6,222-23,101 (+); 1-2,130 (+)
1S3 family transposase ISRme12 (CBEKBOJH_00015)
12 16

IMGPR_plasmid_3300053491_063579:5,699-15,030 (+); 1-1,626 (+)

Non-reducing end alpha-L-arabinofuranosidase BoGH43A (AKAOOKIL_00014)
HTH-type transcriptional activator RhaS (AKAOOKIL_00015)
16 20

IMGPR _plasmid_3300053491_066319:5,425-17,398 (+); 1-1,333 (+)

14 1 3

IMGPR_plasmid_3300053491 068342: 5,724-14,203 (+); 1-2,560 (+)

D-alanine aminotransferase (CJGKHGMP_00001) 12

IMGPR_plasmid_3300010266_000099: 1-4,826 (-); 7,534-13,231 (-)
mads_8 (FKAGLIKP_00019)
14 15 16 17 18 20

DT PED OO OES O K D

IMGPR _plasmid_3300053491 071350: 5,412-19,227 (+); 1-1,332 (+)

mads_8 (GBEFEAHH_00020)
15 16 17 18 19 21
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IMGPR_plasmid_3300053491_075399:6,177-19,636 (+); 1-2,105 (+)
4 mads_8 (PFENHHDD_00009)
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—
IMGPR _plasmid_3300053491_071305:12,792-13,547 (+); 1-8,427 (+)
17
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—
IMGPR_plasmid_3300053491_071880: 1-4,246 (-); 8,558-13,064 (-)
17
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—
IMGPR _plasmid_3300053491 070027:8,928-13,574 (+); 1-4,563 (+)
1 15110 family transposase 1SCsa4 (OOGGABGG_00015)

IMGPR_plasmid_3300029778_000106: 1-1,879 (-); 6,235-16,623 (-)
1
IMGPR_plasmid_3300029573_000060: 112-4,876 (+)
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