Modulating protein YmoA (LEAHFLMA_00016)

Protein TralL (LEAHFLMA_00010) DNA topoisomerase 3 (LEAHFLMA_00019)
9 11 12 13 14 15 17 18 20 21 22 Tyrosine recombinase XerC (LEAHFLMA_00023)
IMGPR _plasmid_2778261222_000008: 3,654-19,116 (+)
10 11 15 17
IMGPR _plasmid 2740892429 000007:492-16,815 (+)
70 7273

IMGPR _plasmid_2558860444_000002: 40,665-56,802 (+)

55 54
IMGPR _plasmid_2778260996_000008: 37,213-53,526 (-)

9 8
IMGPR _plasmid_645951847_000006: 62-16,558 (-)

87

IMGPR _plasmid 2579778654 _000006: 75-15,246 (-)

54

IMGPR _plasmid_2687453586_000002: 37-13,794 )
17 24 25 2627

IMGPR_plasmid_2877245776_000005: 6,283-22,987 (+)
15 16 22 23

IMGPR_plasmid_3300029080_000015: 5,733-21,834 (+)

IMGPR_plasmid_2671180921_000012: 75-16,323 (-)
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3029 28 27 26 24 23

IMGPR_plasmid_2627853910_000003: 37,200-51,060 (-)

IMGPR_plasmid_2851966386_000004: 18,003-35,357 (-)
67 68 69

IMGPR_plasmid_2571042668_000002: 41,522-58,432 (+)

|

IMGPR_plasmid_2534681834_000006:45,157-59,362 (+)

|

IMGPR_plasmid_2700989507_000004: 1,161-15,365 (-)

6 5 4
IMGPR_plasmid_2724678985_000013: 75-13,440 (-)
58 59 60 64 65 66 67

MGPR _plasmid_2718217913_000004: 28,685-47,259 (+)
66 68 7172

MGPR_plasmid_2675903409_000020:43,925-59,045 (+)
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MGPR _plasmid_2706794678_000016: 124-15,244 (-)

MGPR _plasmid_2734482561_000012:7,916-25,918 (+)

6 5 4
IMGPR plasmid 2778261463 000021: 2,328-14,139 (-
3635 34
IMGPR plasmid_ 2778261384 000006: 24,420-40,020 ()
62 63 64

IMGPR_plasmid_2778261423.000002: 39,961-55,543 (+)

34 40 42 43 44

IMGPR_plasmid_640048317_000001: 25,929-42,115 (+)

polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (MNCHPPEC_00034)
1591 family transposase 1SSbo1 (MNCHPPEC_00031) 32 33 35
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IMGPR_plasmid_2721755676_000004: 14,908-34,049 (+)

polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (GDLKCHGH_00028)
21 1S30 family transposase ISApl1 (GDLKCHGH_00027) 29
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IMGPR _plasmid_2718217863_000005: 13,090-30,976 (+)
polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (BEONFFOJ_00033)
34
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IMGPR_plasmid_2909272501_000002: 15,902-33,327 (+)
polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (NOFGHOHN_00026)
1S30 family transposase ISApl1 (NOFGHOHN_OOOZS) 27
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IMGPR_plasmid_2909320157_000002: 10,596-29,093 (+)
polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (OCGAFNCP_00064)
65
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IMGPR_plasmid_2938125487_000001:40,968-58,267 (+)
polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (LEFFNGGL_00052)
51
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IMGPR_plasmid_2878868365_000005: 35,164-52,463 (-)

polymyxin_MCR1-NCBIFAM MCR-1 family phosphoethanolamine--lipid A transferase (NFO00465.1) (EGGMOBJB_00025)
DNA topoisomerase 3 (EGGMOBJB_00030)
26 31 32
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IMGPR_plasmid_2939177367_000001: 13,263-28,663 (+)
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70 71 72
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IMGPR_plasmid_2698536511_000008: 44,484-56,988 (+)

IMGPR_plasmid_2541047826_000007: 1,213-17,175 (-)

6 5 4
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IMGPR_plasmid_2675903495_000005: 75-12,615 (-)

76 77 78
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IMGPR_plasmid_2541047897_000001:46,162-59,035 (+)
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6 5 4
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IMGPR_plasmid_2681813067_000002: 636-12,417 (-)
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53 54 55 59
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MGPR_plasmid_2660238442_000007: 28,459-43,026 (+)

26 27 28
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MGPR _plasmid_2778260994_000010: 11,750-26,947 (+)

42 43 44

KT ERGEEEK | i

MGPR_plasmid_2585427783_000016: 20,647-35,947 (+)

IMGPR _plasmid_2713896737_000003:41,939-53,078 (+)

69 70 73
IMGPR_plasmid_3300028995_000018: 41,509-56,716 (+)
109
IMGPR plasmid_2534682232_000003: 498-15,607 (-)
55 54
IMGPR_plasmid_2695420525_000002: 32,942-50,166 ()
69 71 73 74 75 76

IMGPR_plasmid_2534681941_000002:44,032-57,681 (+)

IMGPR _plasmid_3300053491 032730:911-16,583 (-)
Tyrosine recombinase XerC (CJKPJBIB_00001)

IMGPR_plasmid_2778261533.000002: 75-7,291 (-)

IMGPR_plasmid_2870484749_000002:404-11,428 (-)
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