1S3 family transposase IS103 (MNOBIAIL_00044)
Mok_Hok_Sok__Mok (MNOBIAIL_00042)
153 family transposase 15150 (MNOBIAIL_00043)
RNA chaperone ProQ (MNOBIAIL_00041) Double-strand break reduction protein (MNOBIAIL_00048)
38 39 40 45 Replication initiation protein (MNOBIAIL_00046) 47 Protein QmcA (MNOBIAIL_00049)

IMGPR_plasmid_2925903241_000005: 24,569-34,1(?&)
1S66 family transposase 15679 (PDLKKDBL_00038) 39 40

_—
IMGPR _plasmid_2534682232_000003: 21,930-32,726 (+)
15 1591 family transposase 1SSbo1 (LFLFPHAA_00014) 9 1591 family transposase I1SSbo1 (LFLFPHAA_00008)

IMGPR _plasmid_2571042542_000012: 3,332-14,779 (-)
42

IMGPR _plasmid_2529293037_000004: 28,627-36,714 (-)

IMGPR_plasmid_2684622619_000003: 21,090-29,178 (+)
48 47 44

IMGPR_plasmid_2534681941_000002: 28,298-36,383 (-)
2 23 24 25 26 30

N

IMGPR_plasmid_3300053491_032730:17,522-27,251 (+)
1 2 3 4 5 9

IMGPR_plasmid_2541047122_000003: 214-9,420 (+)
cas12f2_V-F_3 (MNCHPPEC_00010) 8 6 Inner membrane protein YbbJ (MNCHPPEC _00002) 1

IMGPR_plasmid_2721755676_000004: 37.6,969 ()

w
o<

—_—
IMGPR_plasmid_2579778654_000006:21,969-29,370 (+)

i
N
N
s
w
©

—_—
IMGPR_plasmid_2558860444_000002:26,303-33,876 (-)

oo
el

|MGPR?p\asmid,26§20525,000002: 1,133-8,395 (+)

N
o
w
[eN

—
IMGPR_plasmid_2541047897_000001:26,941-34,353 (-)

N
o

—
IMGPR _plasmid_2711768167_000014:7,641-15,224 (+)

o~
o

|MGPR?p\asmid,277Eé12227000008: 48,088-55,182 (-)

—
IMGPR_plasmid_2724678985_.000013:31,585-39,196 (+)

—
IMGPR_plasmid_2690316321_000003: 25,494-33,087 (+)

|MGPR?p\asmid,2727557207000001: 23,818-31,085 (-)

—
IMGPR _plasmid_2690316165_000001: 5,162-12,626 (+)

-—
IMGPR_plasmid_2534681704_000010:27,816-35,187 (-)
35

w
<]

IMGPR_plasmid_2671180921 000012:23,204-31,526 (+)
37

I8

—
IMGPR_plasmid_2695420624_000002: 23,972-31,832 (+)
36

IMGPR_plasmid_2713896737_000003: 25,690-33.352 ()
12

L]
IMGPR_plasmid_2654587588.000012: 3,288-10,950 (+)
40

wW
oo

—
IMGPR_plasmid_2522572023_000002: 26,147-34,118 (-)

IMGPR_plasmid_2579778602_000002: 48-5.277 (-
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (AIBDKLKO_00004)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (AIBDKLKO_00003)
bla_class_D_alt-NCBIFAM class D beta-lactamase (NF000270.1) (AIBDKLKO_00005)
Transposon Tn3 resolvase (AIBDKLKO_00006) ‘ Transpo§0n Tn3 resolvase (AIBDKLKO_00002)
Beta-lactamase TEM (AIBDKLKO_0D0007) 1

I S S
IMGPR _plasmid_2663763170_000009: 276-10,462 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (ABFDOGEN_00001)
bla_class_D_alt-NCBIFAM class D beta-lactamase (NF000270.1) (ABFDOGEN_00002)
Transposon Tn3 resolvase (ABFDOGEN_00003) ‘
Beta-lactamase TEM (ABFDOGEN_00004)

IMGPR _plasmid 2588253974 000004 5-8,190 (-)
4000 nt i
defence (DefenseFinder) AMR (AMRFinderPlus)




