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Conjugal transfer protein TraG (HHLILOHB_00006)
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HTH-type transcriptional regulator BenM (HHLILOHB_00008)
Electron transfer flavoprotein subunit alpha (HHLILOHB_00009)

Electron transfer flavoprotein subunit beta (HHLILOHB_00010)

3-methylmercaptopropionyl-CoA dehydrogenase (HHLILOHB_00011)
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Conjugal transfer protein TraG (MNALAJPI_00031)
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Type IV secretion system protein virB4 (MNALAJPI_00036)
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