Biotin carboxyl carrier protein of acetyl-CoA carboxylase (ILKLIFML_00068)
Diacetylchitobiose uptake system permease protein NgcG (ILKLIFML_00059)
Trehalose-recycling ABC transporter (VF0842) (ILKLIFML_00060)
‘ HTH-type transcriptional repressor CytR (ILKLIFML_00063)

putative sugar-binding periplasmic protein (ILKLIFML_00061) 5-oxoprolinase subunit B (ILKLIFML_00071)
Toxin FitB (ILKLIFML_00064) Biotin carboxylase (ILKLIFML_0006§)
Inosose dehydratase (ILKLIFML_00062) 65 66 67 | 70 |  5-oxoprolinase subunit C (ILKLIFML_00072)
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IMGPR_plasmid_2791355267_000021: 59,960-71,498 (+)
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IMGPR_plasmid_2684623037_000013:171,717-189,603 (-)
Toxin FitB (BFELFIOC_00148) 149 150 gl:Sls 152 153
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IMGPR _plasmid_2718217927_000002: 264,229-275,246 (-)
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IMGPR_plasmid_2825241364_000007: 175,528-187,200 (+)




