1S3 family transposase 151400 (OAJGNNMG_00060)
1S3 famlly transposase 151351 (OAJGNNMG_00059)
Relaxosome proteln TraM (OAJGNNMG_00062)
Protein TraJ (OAJGNNMG_OOOél)
Pilin (OAJGNNMG_00057)
56
557 |58 ‘ ‘ ‘ 63 15200/15605 family transposase IS200F (OAJGNNMG_00064)

IMGPR _plasmid_2690316165_000002:71,911-77,313 (+)
1S3 family transposase 1S1400 (GHLCNGCL_00005)
Relaxosome protein TraM (GHLCNGCL_00003)
Protein TraJ (GHLCNGCL_00004)
‘ 2 15200/15605 family transposase 1IS200F (GHLCNGCL_00001)

IMGPR _plasmid_2657245580_000002: 28-5,430 (-)
1S3 family transposase 1S1400 (GFCLFDLE_00005)
Relaxosome proteln TraM (GFCLFDLE_00003)
Protein TraJ (GFCLFDLE_00004)
6| ] | 2 15200/15605 family transposase IS200F (GFCLFDLE_00001)

IMGPR _plasmid_2663763425_000002: 28-5,430 (-)
1S3 family transposase 1S1400 (MOIDOPPN_00005)
1S3 family transposase 151351 (MOIDOPPN_00006)
Relaxosome proteln TraM (MOIDOPPN_00003)
Protein Tra) (MOIDBPPN_OOOO4)
11 | [T | 2 15200/15605 family transposase IS200F (MOIDOPPN_00001)

IMGPR _plasmid_2660238569_000002: 28-6,070 (-)
1S3 family transposase 1S1400 (ECDLKODJ_00004)
Relaxosome protein TraM (ECDLKODJ_00002)
Protein TraJ (ECDLI‘(ODJ_OOOOS)

1

IMGPR _plasmid_2695420573_000003: 97-5,109 (-)
1S3 family transposase 1S1400 (GAGFJCNE_00051)
Relaxosome protem TraM (GAGFJCNE_00053)
Protein TraJ (GAGFJ‘CNE;OOOS2)

54

IMGPR _plasmid _2657245516_000002:41,021-46,033 (+)
tet_ MFS_A_B_C_D-NCBIFAM Tet(A)/Tet( )/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (CCKPAAHA_00061)
1S3 family transposase 151400 (CCKPAAHA 00054)
1S3 family transposase 151400 (CCKPAAHA 00056)
Relaxosome proteln TraM (CCKPAAHA,OOOSS)
Protein TraJ (CCKPAAHA_00057) ‘

[s5| T | 59 60 D-alanine--D-alanyl carrier protein ligase (CCKPAAHA_00062) ~ Tyrocidine synthase 3 (CCKPAAHA_00063) 64

K —d

I
IMGPR_plasmid_2660238197_000003: 41,019-72,490 (+)
1S3 family transposase 1S1351 (KFIDJEOI_00050)
Relaxosome protein TraM (KFIDJEOI_00052)
Protein Tra) (KFIDJEOI_00051)
| T | 58315256 family transposase 15Sod4 (KFIDJEOI_00054)

IMGPR _plasmid_2693429749_000001:40,295-47,219 (+)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (OHBOPJCE_00053)
ISSfamlIytransposase 51400 (OHBOPJCE_00052)
1S3 family tragﬁpo‘sase I‘$1351 (OHBOPJCE_00050)
51 54

IMGPR_plasmid_2657245454_000002:40,286-47.658 (+)
Virulence regulon transcriptional activator VirB (DCANAFOK_00006)
1S3 family transposase 1S1400 (DCANAFOK_00002)
TSNCY family transposase 1SSen7 (DCANAFOK_00009)
\ \ |ssEpTi|y transposase ISEae2 (DCANAFOK_00014)
1S3 family transposase 151351 (DCANAFOK_00074)
| 1S3 family transposase ISAs17 (DCANAFOK_00013)
Tyrosine recombinase XerC (DCANﬁo‘K_ooom)
lasmid partition proteln A DCANA‘Fﬁ oK 00007)

‘ ‘ " Antitoxin CcdA (DCANAFO _00012) tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (DCANAFOK_00018)

Protein UmuD (DCANAFOK,OOOO4 4 \ 1S3 family transposase ISEam1 (DCANAFOK_00022)
é éToxm cdB (DCANAFOK_00011) 1S3 family transposase 151400 (DCANAFOK00019)

Protein UmuC ‘ 0005 ‘ 1S3 family transposase ISEc14 (DEANAFO _00023)

‘ 15 Tyrocidine synthase 3 (DCANAFOK_00016)  D-alanine--D-alanyl carrier protein ligase (DCANAFOK_00017) \ \ \

A

\H?»\T

8

IMGPR_plasmid_2660237977_000001: 81,099-84,154 (+); 1-38,771 (+)
Virulence regulon transcriptional activator VirB (JKPJILOF_00064)
153 family transposase 1S1400 (JKPJILOF_00060)
ISNCY famil\)transposase 1SSen7 (JKPJILOF_00067)
Tyrosine recombinase XerC (JKPJILOF_00068)
Plasmid partition ‘protein A (JKPJI@,OOOéS)
Protein Umub (JKPJILOF_00063) Toxin'CcdB (JKPJILOF_00069)
Protein Umuc (JKPJILOF 06063)
| 61 | | 66 Antitoxin CcdA (JKPJILOF_00070)

IMGPR_plasmid_2663762862_000001:71,913-82,238 (+)
I 10000 nt |
AMR (AMRFinderPlus)

N




