Reaction center protein H chain (CHJAHGGM_00002)
Protein PucC (CHJAHGGM_00001)
| 3 4 s 6

i#

IMGPR_plasmid_3300031225_000031: 17-3,966 (+)
Magnesium-protoporphyrin O-methyltransferase (OHOHCEAF_00001)
" Protein PucC (OHOHCEAF_00002)

IMGPR_plasmid_3300038656_000021: 62-3,969 (+)
Light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein (DCIDPIOI_00030)
31 Magnesium-protoporphyrin O-methyltransferase (DCIDPIOI_00029)

é*

IMGPR_plasmid_3300031387_000045: 22,443-30,929 (-)

Light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein (FBFIDJBI_00002)
Magnesium-protoporphyrin O-methyltransferase (FBFIDJBI_00003)

E*

IMGPR_plasmid_3300038695_000026: 6-7,705 (+)

Light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein (LAOJMAMH_00030)
Magnesium-protoporphyrin O-methyltransferase (LAOJMAMH_00029)

Aerobic cobaltochelatase subunit CobN (LAOJMAMH_00031)

i{

IMGPR_plasmid_3300031399_000037: 22,443-28,937 (-)

Light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein (ICPNBFLI_00033)
Magnesium-protoporphyrin O-methyltransferase (ICPNBFLI_00032)

Aerobic cobaltochelatase subunit CobN (ICPNBFLI_00034)

r

IMGPR_plasmid_3300038658_000103: 25,502-31,686 (-)
Light-independent protochlorophyllide reductase iron-sulfur ATP-binding protein (CMFDMJFA_00039)
40 Magnesium-protoporphyrin O-methyltransferase (CMFDMJFA_00038) 34

é

IMGPR_plasmid_3300017830_000003: 29,862-40,208 (-)
4 7 CAI-1 (VF0405) (FHGNDFCP_00008)

IMGPR_plasmid_3300025617_000009: 8-6,808 (+)
4000 nt 1

virulence (VFDB)
I



