Hydroxyethylthiazole kinase (GPCOAGCF_00007)
Right origin-binding protein 1GPCOAGC F_00006) CupE fimbriae (VF0934) (GPCOAGCF_00012) Beta-etherase (GPCOAGCF_00016)
\ 8 Aminopeptidase N (GPCOAGCF_00010) 11 13 14 15

IMGPR_plasmid_3300030516_000435: 5,561-18,522 (+)

X K

IMGPR_plasmid_3300027718_000335:39,813-52,774 (-)

X K

MGPR_plasmid_3300042982_000085: 1,756-14,720 (+)

X K

IMGPR_plasmid_3300042982_000073:1,756-14,779 (+)
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