gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (CHBMMEDM_00020)

1S630 family transposase ISSpo6 (CHBMMEDM_00004)
Tn3 family transposase ISYps3 (CHBMMEDM_00002)
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IMGPR _plasmid_3300053491 021588: 14,230-17,060 (+); 1-6,322 (+)
14 Serine recombinase PinR (DPGMENCH_00001)

IMGPR _plasmid_3300036763_000016: 10,541-16,133 (+); 1-3,399 (+)
ATP-dependent RecD-like DNA helicase (MBECDBEF_00009) 4

IMGPR_plasmid_3300048599_000006: 1-10,592 (-); 13,982-16,051 (-)

‘Conjugal transfer protein TraG
7

IMGPR_plasmid_3300014601_000002: 1-8,595 (-); 12,209-16,130 (-)
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