Hca operon transcriptional activator HcaR (GIENHLDA_00036)
1S3 family transposase ISCte2 (GIENHLDA_00031)
Ribonuclease toxin YhaV retron_type_VI_hth_cluster2_1 (GIENHLDA_00037)
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38

(O ——@TTTT

- [
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Inner membrane transport permease YhhJ (JOFIOMOA_00002)
5 4 3 Ribosome-associated ATPase (JOFIOMOA_00001)

DG X HH A N K l

-
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RND_perm_OgxB-NCBIFAM multidrug efflux RNDtransporter permease subunit OgxB (NFO00037.1) (NBMBOHCI_00044)
ATP-dependent Clp protease ATP-binding subunit ClpX (NBMBOHCI_00041) Multidrug resistance protein MdtA (NBMBOHCI_00045)
ClpP (VF0074) (NBMBOHCI_00042) 15-cis-phytoene synthase (NBMBOHCI_00048)
Lon protease (NBMBOHCI_00040) | 44 45
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IMGPR_plasmid_3300026288_000096: 31,123-49,859 (+)

RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (HABGEIMG_00005)
ATP-dependent Clp protease ATP-binding subunit ClpX (HABGEIMG_00008) Multidrug resistance protein MdtA (HABGEIMG_00004)
ClpP (VFO074) (HABGEIMG_00007) 15-cis-phytoene synthase (HABGEIMG_00001)
Lon protease (HABGEIMG_00009) \ 3 2
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IMGPR_plasmid_3300026302_000095: 910-19,646 (-)

ATP-dependent Clp protease ATP-binding subunit ClpX (JPFFJPOJ_00042)
Lon protease (JPFFJPOJ_00041) ATP-dependent Clp protease proteolytic subunit (JPFFJPOJ_00043)
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IMGPR_plasmid_ 3300031084 _000315:31,574-40,939 (+
CDP-diacylglycerol--glycerol-3- phosphate 3-phosphatidyltransferase (KKNLEIOI_00040)

Holo-[acyl-carrier-protein] synthase (KKNLEIOI_00043)
Pyridoxine 5'- phospﬁate synthase (KKNLEIOI_00044)

DNA repalr proteln RecO (KKNLEIOI_00045)
Beta-hexosaminidase ( KKNLEIOI 00042)
UvrABC system protein C (KKNLEIOI_00041) \ \ GTPase Era (KKNLEIOI_00046)
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IMGPR_plasmid_3300010340_000293:31,127-42,992 (+)
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