
IMGPR_plasmid_3300038656_000007: 9,775-15,827 (+)

Protein virB9
15

Type IV secretion system protein VirB11 (KKFICKDH_00016)

17 18 19 GajB_00001 UrvD (KKFICKDH_00020)

IMGPR_plasmid_3300037296_000004: 9-6,061 (-)

GajB_00001 UrvD (OIPLFBKE_00001)

IMGPR_plasmid_3300048835_000044: 7,558-13,509 (+)

LmuB1_00001 AAA (BEBCJEJK_00016)

IMGPR_plasmid_3300039456_000026: 8,326-13,495 (+)

IS110 family transposase ISMlo3 (GDEMFJKM_00017)

IMGPR_plasmid_3300032096_000002: 37-6,458 (-)

1
tRNA 5-carboxymethoxyuridine methyltransferase (MBEBCKAB_00002)

IMGPR_plasmid_2791355035_000002: 90-6,789 (-)

PDC-S46_WP_094381220.1 (HPOELGLH_00001)2

IMGPR_plasmid_3300025809_000001: 12,815-17,875 (+)

24 25

IMGPR_plasmid_3300029260_000002: 11,337-15,296 (+)

Type IV secretion system protein virB9 (HLODCDBI_00015)
20

IMGPR_plasmid_3300032081_000027: 44-6,505 (-)

Glycine cleavage system transcriptional activator (GCKMPIMF_00001)23

IMGPR_plasmid_3300031223_000012: 199-4,594 (-)

1

IMGPR_plasmid_3300038528_000006: 6,877-13,538 (+)

15 16 Aldose sugar dehydrogenase YliI (KGBPHIOC_00017)

IMGPR_plasmid_3300037343_000008: 30-6,630 (-)

1234

IMGPR_plasmid_3300042442_000038: 7,019-16,324 (+)

IetS_00002 (IEHMGGNL_00015)
IetA_00002 (IEHMGGNL_00016)

17 18

IMGPR_plasmid_2830026743_000003: 100-10,066 (-)

Protein VirD4 (FDGCLLEF_00001)
Lamassu-Fam__LmuA_effector_Cap4_nuclease_II (FDGCLLEF_00002)

3Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (FDGCLLEF_00004)

IMGPR_plasmid_3300048590_000026: 9,057-26,581 (+)

19 20 21 22

IMGPR_plasmid_3300038660_000007: 241-10,532 (-)

GajB_00015 UrvD (DKIBNLCD_00001)
GajA_00010 AAA (DKIBNLCD_00002)

PD-Lambda-2_C_WP_060202871.1 (DKIBNLCD_00003)
PD-Lambda-2_B_WP_186338929.1 (DKIBNLCD_00004)

IMGPR_plasmid_3300031600_000019: 7,859-18,681 (+)

PD-Lambda-2_B_WP_186338929.1 (NDJDMENE_00016)

PD-Lambda-2_C_WP_060202871.1 (NDJDMENE_00017)

GajA_00010 AAA (NDJDMENE_00018)
GajB_00015 UrvD (NDJDMENE_00019)

20

IMGPR_plasmid_3300042271_000013: 7,440-17,544 (+)

16 17
Lamassu-Fam__LmuB_SMC_Lipase (EACPPJMF_00018)

IS66 family transposase ISPye45 (EACPPJMF_00019)

20

IMGPR_plasmid_3300029261_000004: 12,029-25,831 (+)

pAgo__pAgo_S2B (HNDJFCPE_00021)

pAgo-associated_WP_092048392.1 Class (HNDJFCPE_00022)
Retron_XI__RT_11 (HNDJFCPE_00023)

Protein VirD4 (HNDJFCPE_00024) 25 26

IMGPR_plasmid_3300000385_000001: 7,160-22,820 (+)

13 16 RM_Type_IIG__Type_IIG_5 (KHHBMJLH_00017)
Protein VirD4 (KHHBMJLH_00018)

19 20

IMGPR_plasmid_3300005588_000009: 9,375-15,594 (+)

14 15 19

IMGPR_plasmid_3300017769_000001: 1,760-9,145 (-)

Type IV secretion system protein VirB11 (CLDKODCC_00006)7
Membrane-bound lytic murein transglycosylase F (CLDKODCC_00012)

IMGPR_plasmid_3300031219_000001: 224-6,593 (-)

GajB_00001 UrvD (MMODELOI_00001)
Type IV secretion system protein VirB11 (MMODELOI_00005)

IMGPR_plasmid_3300041403_000012: 73-14,429 (-)

Chromosome partition protein Smc (MPJGEMBL_00001)Shango__SngA (MPJGEMBL_00002)
Shango__SngB (MPJGEMBL_00003)

Shango__SngC (MPJGEMBL_00004)6

IMGPR_plasmid_3300040807_000003: 211-11,077 (-)

Shango__SngA (EAOIPCCB_00001)
Shango__SngB (EAOIPCCB_00002)

Shango__SngC (EAOIPCCB_00003)

IMGPR_plasmid_3300042441_000039: 2-13,887 (-)

1

PDC-M66B_WP_013927594.1 (FCCFCMGK_00002)
PDC-M66A_WP_132055365.1 (FCCFCMGK_00003)

Specificity_I_00090 Type (FCCFCMGK_00004)
MTase_I_00008 Type (FCCFCMGK_00005)

REase_I_00010 Type (FCCFCMGK_00006)

7000 nt

defence (DefenseFinder) defence (PADLOC)


