L-ribulose-5-phosphate 4-epimerase UlaF (PABDLINF_00041)
Tyrosine recombinase XerC (PABDLINF_00037) mads_8 (PABDLINF _ 00044)

33 343 36 tRNA-Leu(caa) | 39 42

IMGPR _plasmid_3300029228 000081: 47 591 55,676 (+)

UDP-N-acetylmuramoyl-L-alanyl-D-glutamate--2,6-diaminopimelate ligase (HEHHHMGF_00002)
Zinc-dependent sulfurtransferase SufU (HEHHHMGF_00005)

L-ribulose-5-phosphate 4-epimerase UlaF (HEHHHMGF_00012) Asparagine synthetase [glutamine-hydrolyzing] 1 (HEHHHMGF_00004)
mads 8 (HEHHHMGF_00009) SspA 00001 SspA(HEHHHMCF 00006)
8 Jallet_2A_hits_grouped (HEHHHMGF_00003) 1
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IMGPR_plasmid_3300030379_000151: 35 17 323(-)

SpaH-type pili (VF0727) (NHHHEADJ_00021) Tyrosine recombinase XerC (NHHHEADJ_00024)
18 19 20 RIrAislet (VF0529) (NHHHEADJ_00022) 23 25
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IMGPR_plasmid_3300029575_000133:19,481-38,185 (+)
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