S-(hydroxymethyl)glutathione dehydrogenase (CINNEECN_00081)
Type IV secretion system protein VirB11 (CINNEECN_00077)
Type IV secretion sysmprotein \‘/irBB (CINNEECN_00074)
Type IV Secretion system protein virB9 (CINNEECN_00075)
\ —Eformylgmtathlone hydrolase FrmB (CINNEECN_00083)
Transcriptional repressor F FrmR (CINNEECN 00080)
n3 famlly transposase TnEcl (CINNEECN_00085)
n3 family transposase Tn2 (CINNEECN_00086)
Protein virB10 (CINNE CN_0§)07B)
7

Serine recombinase PinR (CINNEECN_00087)
78| | 82| 84| | T 88

73

IMGPR _plasmid_2843723558_000002: 57,404-70,582 (+)
54 Tn3 family transposase Tn2 (LGKJCIFH_00055)

IMGPR _plasmid 2851928055 _000002:41,810-49,732 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (NCOEKBKJ_00007)

151182 family transposase ISKpn6 (NCOEKBKJ_00008)

151182 family transposase ISKpné (NCOEKBKJ_ (ﬁ)il)
Transposon Tn3 resolvase (NCOEKBKJ_00005)
1S6 famlly transposase 1S26 (NCOEKBKJ_00004)
Serine recombinase PinR NCOEKBKJ,OOOO?)
| Beta-lactamase TEM (NCOEKBKJ_00006)

TnSfamllytransposase NCOEKBKJ 00010T ‘ ‘

12 \ 3 2Replication initiation protein (NCOEKBKJ_00001)

IMGPR_plasmid_2874870605_000001: 1-18,009 (-)

SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (DOFOLEJE_00029)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (DOFOLEJE_00019)

SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (DOFOLEJE_ OOT Aminoglycoside 3'-phosphotransferase (DOFOLEJE_00013)
AAC_3_I-NCBIFAM AAC(3)-I family aminoglycoside 3-N- acetyltransferase (NF033083.0) (DOFOLEJE_00030) ‘ Tn3 family transposase ISShEéTl(DOFOLEJE_OOOM)
| 151182 family transposase ISKpné (DOFOLEJE_00018) | |
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (DOFOLEJE_00027) 1S91 family transposase ISSbo1 (DOFOLEJE_00011)
1S6 family transposase 156100 (DOFOLEJE_00025) ‘ ransposon Tn3 resolvase (DOFOLEJE_00016)
Tyrosine recombinase XerC (‘DO‘FOLEJE 00031) DrmD_00013 DrmD (DOFOLEJE_00020) 'ATP-dependent RecD-like DNA helicase (DOFOLEJE_00009)
DNA-invertase hin (DOFOLEJE_00033) Tn3 family transposase ISPsy42 (DOFOLEJE_00022) | Beta-lactamase TEM (DOFOLEJE_00015)
Tn3 family transposase TnAs1 (DOFOLEJE 00034 yrosme recombinase XerC (DOFOLEJE_00023) Tn3 family transposase Tn3 (DOFOLEJE_00017) mads_8 (DOFOLEJE_00008)
35 | 32 26 | 24 | 21 | | \\\\12, 10 | 7 65
N N E—— I I

IMGPR _plasmid_2576861511_000002: 1,823-43,456 (-)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (KAECHIJC_00022)

SMR_gac_E-NCBIFAM quaternary ammonium compoundgfflux SMR transporter QacE (NF000276.2) (KAECHIJC_00021)

AAC_3_I-NCBIFAM AAC(3)-l family aminoglycoside 3-N-acetyltransferase (NFO33083.0) (KAECHIJC_00023)

‘ blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (KAECHIJC_00012)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (KAECHIJC_00020) Aminoglycoside 3'-phosphotransferase (KAECHIJC_00006)
156 family transposase 156100 (KAECHIJC_00018) Tn3 family transposase |ss+€?11 (KAECHIJC_00007)
Tyrosine recombinase XerC (KA‘ECHI‘JC,OOOZT) 151182 family transposase ISKpné (KAECHIJC_00011)
‘ Tyrosine recombinase XerC (KAECHIJC_00016) ransposon Tn3 resolvase KAEC 1JC_00009)
DNA-invertase hin (KAECHIJC_00026) ‘ DrmD_00013 DrmD (KAE! HIJC_bOOlS) 1S91 famlly transposase 1SSbo1 (KAECHIJC_00004)
Tn3 family transposase TnAs1 (KAECHIJC_00027) ‘ Tn3 family transposase ISPsy42 (KAECHIJC_00015) | Beta-lactamase TEM (KAECHIJC_0D008)

28 | 25 | | 19 | 17 | 14 | Tn3family transposase Tn3 (KAECHIJC 00010)5 | 3

N I I

IMGPR_plasmid_2851658998_000002: 129-39,687 (-)

SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (IJCNJBDA_00011)
SMR_gac_E-NCBIFAM quaternary ammonium compoundgfflux SMR transporter QacE (NFO00276.2) (IJCNJBDA_00010)
AAC_3_I-NCBIFAM AAC(3)-I family aminoglycoside 3-N-éc§y|transferase (NF033083.0) (IJCNJBDA_00012)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (IJCNJBDA_00009)
‘ISKra4 famlly transposase ISKpn19 (IJCNJBDA_00005)
1S6 family transposase 1S6100 (1 1JCNJBDA _00007)
Tyrosine recombinase XerC (IJCNJBDA_OOO:IT
| Tn3 family transposase (I/CNJBDA_00006)
DNA-invertase hin (IJCNJBD. 00015) ‘ Tyrosme recombinase XerC (IJCNJBDA 00002)
Tn3 family transposase TnAs1 (IJCNJBDA_00016) ‘ DNA-invertase hin (IJCNJBDA_00004)

17 | 14 | | 8 | | | T3 | Tn3family transposase ISPsy42 (IJCNJBDA_00001)
- ——
IMGPR_plasmid_2576861263_000002: 644-25076 (-)
Pld (VF0491) (OOGBPKMJ_00031)
32 35
T3334] 36 40 42

L] I
IMGPR _plasmid 2627853865 _000003:21,570-36,622 (+)
Pld (VF0491) (LLGAKKDA_00025)
24 21
T28322] 20

\MGPR,p\asmid,Zw11803-727000002: 9,348-24,400 (-)

Pld (VF0491) (LEAAGGAI_00027)

30
2829] 31
DA KO
- I

IMGPR_plasmid_3300011536_000003: 18,568-33,417 (+)

Pld (VF0491) (ENGGBNFJ_00015)

14 11 mads_8 (ENGGBNFJ_00008)
T1312] 10 17 2

\MGPR,p\asm‘\d72660238%37000003: 896-16,482 (-)
Pld (VF0491) (LOJGKNPM_00060)
61
T626364

- DDA

\MGPRip\asmidjé172713-007000003: 44,634-51,992 (+)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (HAOLCKBE_00023)
RNA polymerase-binding transcription factor DksA (HAOLCKBE_00031)
Putative transposgn Tn552 DNA-invertase bin3 (HAOLCKBE_00034)
Cyclopropane-fatty-acyl-phospholipid synthase (HAOLCKBE_OOO26)
\ ISAs1 family transposase ISAeme1 (HAOLCKBE_00029)
C4-dicarboxylic acid transporter DauA (HAOLCKBE_00025)
ISAsifamlIy transposase ISKanl(H OLCKBE_00028)
1S5 family transposase ISKpn26ﬁAOLCKBE 00027) ‘
Pld (VF0491) (HAOLCKB‘E_OOO22) ‘
24

‘ Tn3 family transposase ISSba14 (HAOLCKBE_00035)

30| 32 33 | 36
i 3-00D

L
IMGPR_plasmid_3300030442_000028: 11,701-41,003 (+)
18 19

E-O0OEED-GTTTTE KHDD

—
IMGPR_plasmid_2744054625_000001:7,778-21,370 (+)
13 12

E-OOEED-ATTTTE KHED

I
IMGPR_plasmid_2778261009_000003: 2,608-16,189 (-)
21 20

[ I/ B e O O G v W

I
IMGPR_plasmid_2711768030_000003: 11,009-24,231 (-)

Phospholipase D (CIKGCAJB_00030)
29[ 31

OO K-DDD

—
IMGPR_plasmid_2751185973.000002: 18,723-32,314 (+)

PId (VFO491) (APGEFDLK_00024)
25 26

E-ODEED- AT KH0OD

- —
IMGPR_plasmid_2859073365_000002: 9,638-23,627 (+)

Pld (VF0491) (LGNBGEFA 00011)
T10 9

E-ODEED-ECTTTTTIE KH0OD

L J I
IMGPR _plasmid_2924398230_000003: 935-14,924 (-)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO012192.0) (MONLGDOC_00015)
Tetracycline repressor protein class A from transposon 1721 (MONLGDOC_00016)
Tn3 family transposase TnAs1 (MONLGDOC_00013)
17 | 14 1211

AT KDD

— I
IMGPR _plasmid_2846591578 _000002: 2,598-21,627 (-)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (FEEDHPAC_00034)
Tetracycline repressor protein class A from transposon 1721 (FEEDHPAC_00033)
Tn3 family'transposase TnAs1 (FEEDHPAC_00036)
2| | 35 3738
I KHD
e >.[>-<:K I
IMGPR_plasmid_2700989219_000001: 18,245-36,898 (+)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (CLIEBMIG_00033)
Tetracycline repressor protein class A from transposon 1721 (CLIEBMIG_00034)
PId (VF0491) (cuEBMlc,ooanT
T313 | |353
OO0 DRI KHDD
L I I
IMGPR _plasmid_2747842746_000001: 18,222-35,217 (+)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO012192.0) (DKPBMOPB_00012)
Tetracycline repressor protein class A from transposon 1721 (DKPBMOPB_00013)
Pld (VFO491) (DKPBMOPB_00016)
T 1514 | 1110

E-OEEED-GMHEEHETTTTEG-DD

L J — I
IMGPR _plasmid_2770939623 000001: 1,334-18,340 (-)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (BIJOMACH_00042)
Tetracycline repressor protein class A from transposon 1721 (BIJOMACH_00043)
PId (VFO491) (BHIOMACH_00045)
T4 | | 4140

- — I
IMGPR_plasmid_2851008297_000002: 25,117-41,738 (-)

tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (NNPKHMAP_00051)
Tetracycline repressor protein class A from transposon 1721 (NNPKHMAP_00052)
Pld (VF0491) (NNPKHMAP_00049)
50 | [5354

L] I
IMGPR _plasmid_643660924 000001:39,281-56,167 (+)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (IEGAMLPE_00006)
Tetracycline repressor protein class A from transposon 1721 (IEGAMLPE_00007)
PId (VF0491) (IEGAMLPE 00010)
Tosgl | 54

L J — I
IMGPR _plasmid_2657245501_000004:444-15,434 (-)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (NODJGHLE_00012)
Tetracycline repressor protein class A from transposon 1721 (NODJGHLE_00013)
Protein virB10 (NODJGHLE_00018)
Pld (VF0491) (NODJGHLE 00016)
23 19  Ti1s14] | 1110

L I I
IMGPR _plasmid_2690315815_000002:2,614-19,418 (-)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (PIEKJHLJ_00044)
Vitamin B12 transporter BtuB (PIEKJHLJ_00042)
1S5 family transposase 1S903'(PIEKJHLJ_00043)
1S6 family transposase 1526 (PIEKJHLJ_00038)
Tn3 family transposase TnAslﬁ(FIEKJHLJ,O‘OO37)
DNA-invertase hin (PIEKJHLJ_00040)
36 | el 41 | |

4546

I

IMGPR _plasmid 648934915 000001:22,467-43,101 (+)

trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (IGHOBEI_00027)
Streptomycin 3"-adenylyltransferase (IIGHOBEI_00028)
Transposon‘TnT3 resolvase (IIGHOBEI_00030)
Tyrosine recombinase XerC tllGHOBﬂ)OOZé)
Beta-lactamase TEM (IIGHOBEI_00029)

DNA-invertase hin (IIGHOBEI_00024) -
Tn3 family transposase TnAs1 (IIGHOBEI'00023)
Tn3 family transposase Tn2 (IIGHOBEI_00031)
22 25 L1 32

D i 13-00D
IMGPR_plasmid_2563366864_0000083: 11,764-36,210 (+)

APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (KJIIDGKN_00024)
APH_6-NCBIFAM APH(6)-1 family aminogchosid??)-phosphotransferase (NF012171.0) (KJIIDGKN_00023)
Aminoglycoside 3'-phosphotransferase (KJIIDGKNTO0027)
Transposon Tn3 resolvase (KJIIDGKN_00030)
DNA-invertase hin (KJIIDGKN _00032)
Tn3 family transposase TnAs1 (KTDGKN 00033) 1S91 family transposase 1SSbo1 (KJIIDGKN_00025)

Tn3 family transposase Tn2 (KJIIDGKN 00025)
34 Beta-lactamase TEM (KJIIDGKN_00031) 28 | 26 | 22

IMGPR_plasmid_2519899740_000001: 10,955-38,655 (-)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (LLOKHEPM_00054)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (LLOKHEPM_00065)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NF000320.3) (LLOKHEPM_00062)
S-(hydroxymethyl)glutathione dehydrogenase (LLOKHEPM_00053)
Tetracycline repressor protein class H (LLOKHEPM_00055)
S-formylglutathione hydrolase FrmB (LLOKHEPM_00052)
| || 151182 family transposase ISKpné (LLOKHEPM_00061)

Tn3 family transposase Tn3 (LLOKHEPM_00057) ‘ ‘ Tn3 family transposase ISEc63 (LLOKHEPM_00072)
1S6 family transposase 1526 (LLOKHEPM_00051) 1S1182 family transposase ISKpné (LLOKHEPM_00066)
\ \ \TnsfamnytransposaseTnz(LLo HEPM'00060) Tn3 family transposase Tn3 (LLOKHEPM_00070)
Serine recombinase PlnR(LLOKHEPM 00058) DFmD_00013 DrmD (LLOKHEPM_00064)Serine recombinase PinR([LOK‘HEPM_OOOé‘?)
Pld (VF0491) (LLOKHEPM_00049) | Tn3'family transposase (LLOKHEPM_00059) | Tn3 family transposase (LLOKHEPM_00068)
T 50 | | | | 56| | | | 63 Tn3family transposase Tn2 (LLOKHEPM_00067)|71 | 73

- I —_— . I
IMGPR_plasmid_2846902752_000002: 31,512-71,102 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NFO00320.3) (DJPBJHFI_00032)
151182 family transposase ISKpné (DJPBJHFI_00031)
1S6 family transﬁosase 1S26 (DJPBJHFI_00033)
Tn3 family transposase Tn2 (DJPEJHFI_dOOSO)
Pld (VF0491) ([l‘JfBJHFI_OOOZ ‘5) Tn3 fan’Tin trari’nsposas\e I_S‘Ec63 (DJPBJHFI_00034)
28 29 35

\MGPR,p\asm'\d72600254%27000001: 15,105-36,140 (+)
ANT _3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PNKPLPNL_00040)
AAC_6p_lb-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-ﬁgcetyltransferase (NFO33074.0) (PNKPLPNL_00039)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (PNKPLPNL,OOO37) ‘
SHV-NCBIFAM SHV family‘ class A beta-lactamase (NFO00285.3) (PNKPLPNL_00043)
bla_class_D_alt-NCBIFAM class D beta-lactamase (NF000270.1) (PNKPLPNL_00041)
Tn3 family transposase ISEc63 (PNKPLPNL_00045)
Transposoh Tn3 resolvase kPNKPEﬁNL_OOO42)
151182 family transposase ISKpné (PNKPLPNL_00031)  Transposon Tn3 resolvase (PNKPLPNL_00038)

DrmD_00013 DrmD (PNKPLPNL_00033) 156 family transposase 1526 (PNKPLPNL_00044)
Tn3 family transposase Tn2 (PNKPLPNL_QO%W Tyrosine recombinase XerC (PNKPL‘PNL_OOO36)
Pld (VF0491) (PNKPLPNL_00027) Tn3 family transposase ISPsy42 (PNKPLPNL_ 00035) | J} \
1 2829 | | | 34~ Tn3Tamily transposase Tn2 (PNKPLPNL_00037) 46
I — -_— I

IMGPR_plasmid_2630968824_000001: 15,105-48,465 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (IOJCLCPD_00038)
Tn3 family transposase ISEc63 (I0JCLCPD_00040)
151182 family transposase ISKpné (I0JCLCPD_00037)
Tn3 family transposase Tn2 (IOJCLCP‘D,OOO36)
Transposon Tn3 resolvase (I0JCLCPD 00032)
Tn3 family transposase Tn2 (I0JCLCPD_00030) 156 family transposase 1526 (I0JCLCPD_00039)
Tn3 family transposase ISEc63 (IOJ‘CLCPD_OOOSlﬂ \
\ TIR-IV_TIR-IV_B (I0JCLCPD_00034)
Pld (VF0491) (I0JCLCPD_00027)  TIR-IV_TIR-IV A (I0JCLCPD_00033)
T 2829 | | | T 35 | 41

L} — — — I
IMGPR _plasmid_2636415562_000001: 15,105-42,364 (+)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (HPPCJMIL_00035)

S-(hydroxymethyl)glutathione dehydrogenase (HPPCJMIL_00036)

Tetracycline repressor protein class H (FIPPCJMIL_00034)
ATP-de dependent RecD-like DNA helicase (HPPCJMIL_00040)
Tn3 famlly transposase ISEc63 (HPPCJMIL 00038)
1S6 famlly transposase 1526 (HPPCJMIL 00037)
1S6 family transposase 1S26 (HPPCJMIL_00030)
Serine recombTrTase PinR (HPPCJMIL_00032)
PId (VF0491) (HPPCJMIL_00028)
T 29 | 31 |33 39 41

L I I
IMGPR _plasmid_2684623077_000002: 15,104-35,718 (+)
penta_rpt_QnrVC-NCBIFAM QnrVC famlly quinolone resistance pentapeptide repeat protein (NFO00421.1) (OGDLLJIH_00024)
ISKra4 fan famlly transposase ISKpn19 (OGDLLJIH_00029)
1S6 family transposase 1S26 (OGDLLJIH_00023)
" [DNA’invertase hin (OGDLLJIH_00028)
DNA-invertase hin (OGDLLJIH_00025)
PId (VF0491) (OGDLLJIH_00021)
T 22| | | T27 30

- -_— I
IMGPR _plasmid_3300011953 000003: 10,842-30,917 (+)
penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (EEJHAEBP_00057)
ISKra4Enin transposase ISKpn19 (EEJHAEBP_00052)
1S6 family transposase 1S26 (EEJHAEBP_OOOéO)
DNA-invertase hin (EEJHAEBP_00053)
DNA-invertase hin (EEJHAEBP_00056)
Pld (VF0491) (EEJHAEB¢_00062)
59
61 | [s8

55
54 51

- L | I
IMGPR _plasmid_2923334124_000003: 32,446-52,833 (-)
penta_rpt_QnrB-NCBIFAM QnrB family quinolone resistance pentapeptide repeat protein (NFO00420.1) (I1ILINEG_00036)
AAC_6p_lan-NCBIFAM aminoglycoside N-acetyltransferase AAC(6')-lan (NFOO0431.1) (IIILINEG_00051)
AAC_3_II-NCBIFAM AAC(3)-11 family aminoglycoside N-acetyltransferase (m?033080.0) (IIILINEG_00046)
chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NFO00491.1) (IIILINEG_00033)
blaTEM-NCBIFAM TEM family class A beta-lactamase (NF000531.2) (IlILINEG_00041
Methyl- acceptlng chemotaxis proteln Mch (HILINEG_00039)
Glycerol 3- phosphate regulon repressor(IIILINEG 0(5040
| 1S3 family transposase ISKpn11 (IILINEG_00048)
151380 family transposase ISEcp1 (IHILINEG 00038) SHV NCBIFAM SHV faMin class A beta-lactamase (NF000285.3) (I1ILINEG_00055)
‘ 1S6 famllytransposase 1526 (IIILINEG 00042)
1S6 family transposase 1526 (1 ILINEG_OOO34)‘ ‘ Tumcamycm resistance proteln (IILINEG_00047)
IS6 family transposase 1526 (IlILINEG_00031) | Transposon Tn3 resolvase (IIILINEG_00044) Tn3 family transposase ISEc63 (IIILINEG_00057)
Aerotaxis receptor (Il[LINEG_00035) IL | ] 156 family transposase 151006 (Il ILINEG_00050)
PId (VF0491) (IIILINEG_00029) eta-lactamase TEM (IIILINEG_00045) —Psé family transposase 1526 (I1ILINEG_00056)

T 30 | 32 | [ fa3] T [ ] 4 |52 53 54| T |58

[ | o]

- - ]
IMGPR _plasmid_2888697747_000002: 17,206-53,257 (+)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




