AAC_6p_Ib-NCBIFAM AAC( ')-Ib family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (CBFJKGBE_00025)
blaVIM-NCBIFAM VIM famlly subclass B1 metallo-beta-lactamase (NFO12100.0) (CBFJKGBE_00026)
Type IV secretion system protein VirB11 (CBFJKGBE_00021)
kepllcatlon initiation protein (CBFJKGBE_00030)
IS famllytransposaselSZé CBFJKGBE_00024)
Tyrosine recomblnase XerC (CBFJKGBE_00027)

J DNA-Invertase hin (CBFJKGBE_00028)

Pld (VF0491) (CBFJKGBE_D0022) Protein UmuC (CBFJKGBE_00033)
23 | 29 31 32 _Protein UmuD (CBFJKGBE_00034)

-_— I —
IMGPR_plasmid_648934916_000001: 14,758-27,222 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (BIJOMACH_00009)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (BIJOMACH_00008)
AAC_6p_lb-NCBIFAM MC(é')-Ilﬁamfly aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (BIJOMACH_00010)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (BIJOMACH_00007)
blaVIM-NCBIFAM VIM family subclass B1 metallo-beta-lactamase (NF012100.0) (BIJOMACH_00011)
1S6 family transposase ISélOO‘(BIjOMACI{OﬁﬂﬁS)

Tyrosine recombinase XerC (BIJOMACH_00012)

12 34 6 || | | | 14 Protein UmuD

a1 1 ]
IMGPR _plasmid_2851008297_000002: 615-16,608 (+)
1S1 family transposase IS1X2 (LGKJCIFH_00035)
REase_|1_00069 Type (LGKJCIFH_00033)
MLrase_I |_00145 Type (LGKJCIFH_00034)
36 | 31

——
IMGPR_plasmid_2851928055_000002: 24,162-34,401 (-)
44
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I
IMGPR _plasmid_2711768030_000003: 31,640-41,827 (+)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (CINNEECN_00054)
156 family transposase ISélO?(CINNEECN_OOOSé)
55 51

O K -PE-—PAEEd

! ] -_—
IMGPR _plasmid_2843723558 000002: 36,950-49,777 (-)
Protein UmuC (APFAHOAI_00020)

D— D—— AKX

—
IMGPR_plasmid_2842975310_000003: 11,665-28,170 (-)
61

IMGPR _plasmid_2627853865_000003: 44,483-50,049 (-)
REase_MTase_| 00001 Type (PPEKKPAP_00011)
10 I 12
I
IMGPR _plasmid_2880028884_000003: 7,038-19,228 (+)

1S3 family transposase ISEhe3 (NEMGFCIM_00032)
31 [ 33 38 39 40
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N
IMGPR _plasmid_2851094203_000001: 23,116-37,390 (+)
Copper-sensing transcriptional repressor CsoR (JKIJLKDN_00046)
Protein YgiW (JKIJLKDN_00048)
38 39 40 4142 43 44 45 | 47 | 49

KEDETHHDDHD-H DD -H-DHE - HEKETd

| e ——
IMGPR _plasmid_2740892011_000006: 25,104-42,852 (+)
S-(hydroxymethyl)glutathione dehydrogenase (LOJGKNPM_00033)
S-formylglutathione hydrolase FrmB (LOJGKNPM_00031)
Transcriptional repressor FrmR (LOJGKNPM_00034)
15110 family transposase ISEc21 (LOJGKNPM_00030)
1S1 family transposase IS1X4 (LOJCKNPM_‘OOOSé) UvrABC system protein A (LOJGKNPM_00027)
151 family transposase 1S1X2 (LOJGKNPM_OOOSSL UVrABC system protein A (LOJGKNPM_00026)

UG4 (LOJGKNPM_00029) ‘

37 ‘ ‘ 32 | 28 25

I
IMGPR _plasmid_2617271300_000003: 15,332-37,221 (-)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (HILAMBDD_00013)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (HILAMBDD_00005)
S-(hydroxymethyl)glutathione dehydrogenase (HILAMBDD_00011)
S-formylglutathione hydrolase FrmB HILAMBDD_OOOO?)
151182 family transposase ISKpné (HILAMBDD_0000&) -

15110 family transposase ISEc21 (HILAMBD _00008) Tyrosine recombinase XerC (HILAMBDD_00017)
Tyrosine recombinase XerC (HILAMBDD,OOOOl) n3 family transposase ISPsy42 (HILAMBDD_00016)
DrmD_00013 DrmD (HILAMBDD_O 004) 151182 family transposase ISKpné (HILAMBDD_00012) RT_III—AM_I‘II-B_2 (HILAMBDD_00018)
Tn3 family transposase ISPsy42 (HILAMBDD, 00002) DrmD_00013 DrmD (HILAMBDD_00014) “UVrABC system protein A (HILAMBDD_00020)
\ s | 7 10 | | T 15 | 1 21
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IMGPR_plasmid_645047350 _( OOOOOl 930-36, 708( )
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




