
IMGPR_plasmid_3300029586_000194: 124-6,607 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (OJMJJBBD_00001)

GMP synthase [glutamine-hydrolyzing] (OJMJJBBD_00002)
Tyrosine recombinase XerC (OJMJJBBD_00003)

4 5 6 7

IMGPR_plasmid_3300029678_000128: 159-5,874 (+)

putative FMN/FAD exporter YeeO (GEJAPINP_00001)
GMP synthase [glutamine-hydrolyzing] (GEJAPINP_00002)

IMGPR_plasmid_3300029873_000152: 35,177-38,773 (-)

GMP synthase [glutamine-hydrolyzing] (HPKHBHAE_00054)

IMGPR_plasmid_3300029761_000158: 29,005-40,933 (-)

GMP synthase [glutamine-hydrolyzing] (BLFKDCAE_00051)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (BLFKDCAE_00052)

53

KwaB_00012 DUF4868 (BLFKDCAE_00054)
KwaA_00013 Unknown (BLFKDCAE_00055)

AbiLii-1 AbiLii (BLFKDCAE_00056)
AbiLi-1 AbiLi (BLFKDCAE_00057)

4000 nt

defence (PADLOC) AMR (AMRFinderPlus)


