
IMGPR_plasmid_3300053491_038776: 789-14,407 (+)

qac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NF000089.1) (BKFKPHPI_00002)

3 4 5 6 7 8 9

Teichoic acid translocation permease protein TagG (BKFKPHPI_00010)
IS256 family transposase IS256 (BKFKPHPI_00011)

12
Bifunctional AAC/APH (BKFKPHPI_00013)

IS256 family transposase IS256 (BKFKPHPI_00014) 15 16

IMGPR_plasmid_3300053491_035604: 1-3,480 (-); 13,194-23,324 (-)

19222324

IMGPR_plasmid_3300053491_033707: 1-11,432 (-); 21,089-23,297 (-)

17

IMGPR_plasmid_3300053491_041464: 21,029-23,612 (+); 1-10,502 (+)

3 4

IMGPR_plasmid_3300053491_039555: 23,515-25,275 (+); 1-13,257 (+)

5 6 IS1182 family transposase ISSep1 (PBLPNJOI_00013)

IMGPR_plasmid_3300053491_036455: 1-3,451 (-); 13,709-23,327 (-)

2324

IMGPR_plasmid_3300053491_043291: 18,482-25,215 (+); 1-8,240 (+)

22 24 25 Teichoic acid translocation permease protein TagG (GHNPNDLP_00027)

IMGPR_plasmid_3300053491_035585: 16,449-23,287 (+); 1-6,771 (+)

224 25

IMGPR_plasmid_3300053491_042076: 16,501-23,305 (+); 1-6,799 (+)

APH_2pp_Ia-NCBIFAM aminoglycoside O-phosphotransferase APH(2'')-Ia (NF000508.1) (PHJBKEII_00003)23 24 25

IMGPR_plasmid_3300053491_034755: 13,570-23,305 (+); 1-3,323 (+)

21 22

IMGPR_plasmid_3300053491_035605: 19,168-26,779 (+); 1-4,448 (+)

HTH-type transcriptional regulator QacR (BKKDKLLE_00018)
23 25

IMGPR_plasmid_3300053491_035595: 1-3,327 (-); 14,560-23,295 (-)

1823

IMGPR_plasmid_3300053491_036465: 1-3,342 (-); 11,294-23,298 (-)

122021

IMGPR_plasmid_3300053491_032775: 1-4,386 (-); 18,269-23,375 (-)

16

IMGPR_plasmid_3300053491_043298: 1-5,126 (-); 14,662-23,384 (-)

192425

IMGPR_plasmid_2734482530_000002: 5,914-16,524 (-)

7913

IMGPR_plasmid_2695420628_000001: 4,784-15,394 (+)

11

IMGPR_plasmid_2740892595_000001: 12,091-18,950 (+)

18

6000 nt

AMR (AMRFinderPlus)


