Teichoic acid translocation permease protein TagG (GHNPNDLP_00027)
1S256 family transposase 1S256 (GHNPNDLP_00004)
1S256 family transposase 15256 (GHNPNDLP_00001)
‘ Bifunctional AAC/APH (GHNPNDLP_00003)

19 20 21 22 23 24 25 26 2 151182 family transposase ISSep1 (GHNPNDLP_00005) 6 7 8 9
IMGPR_plasmid_3300053491 043291:20,231-25,215 (+); 1-10,398 (+)
23 19 18 17 Bifunctional AAC/APH (HJEJNHIF_00016)

IMGPR_plasmid_3300053491_035595: 1-844 (-); 10,667-23,295 (-)

Teichoic acid translocation permease protein TagG (JOKMGKCN_00027)
2 Bifunctional AAC/APH (JOKMGKCN_00003)

IMGPR_plasmid_3300053491_035585: 18,837-23,287 (+); 1-8,354 (+)

gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (CGNGCACL_00001)
25 19 17 Bifunctional AAC/APH (CGNGCACL_00016)

D — - — @K [ L o —"0CK

EE——
IMGPR_plasmid_3300053491_036454:1-1,951 (-); 10.677-23,376 (-)
21

IMGPR_plasmid_3300053491 033708: 1-824 (-); 11,246-23,266 (-)

Teichoic acid translocation permease protein TagG (MFIDOJCM_00019)
20 18 17 Bifunctional AAC/APH (MFIDOJCM_00016)
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IMGPR_plasmid_3300053491 036465:1-2,578 (-); 10,676-23,298 (-)
1S256 family transposase 15256 (BKFKPHPI_00011)
8 12 Bifunctional AAC/APH (BKFKPHPI_00013)
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2 Bifunctional AAC/APH (CDCDBEEO_00003)
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2 APH_2pp_la-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-la (NFO00508.1) (PHJBKEII_00003)
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IMGPR _plasmid_3300053491_042076:19,125-23,305 (+); 1-8,381 (+)
APH_2pp_la-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-la (NFO00508.1) (IAGGBPBP_00026)
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IMGPR_plasmid_3300053491_034755: 16,224-23,305 (+); 1-5,489 (+)

151182 family transposase 1SSep1 (PBLPNJOI_00013)
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Bifunctional AAC/APH (BJBELCJA_00002)
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Bifunctional AAC/APH (KGEFFPFL_00019)
1 20 18
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15110 family transposase 1SSep2 (BKKDKLLE_00005)
151182 family transposase 1SSep1 (BKKDKLLE_00006)

IMGPR_plasmid_3300053491_038776:3,172-16,034 (+)

IMGPR_plasmid_3300053491_035596: 19,083-23,299 (+); 1-8,330 (+)

IMGPR_plasmid_3300053491_039555: 3,947-16,167 (+)

IMGPR_plasmid_3300053491_033707: 1-8,790 (-); 18,767-23,297 (-)

IMGPR_plasmid_3300053491_032775: 1-628 (-); 10,374-23,375 (-)
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IMGPR_plasmid_3300053491.035605:23,699-26,779 (+); 1-12,575 (+)

Bifunctional AAC/APH (DDAPHLCF_00016)
18 17 1S256 family transposase 15256 (DDAPHLCF_00015)
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IMGPR_plasmid_3300053491 032797: 1-168 (-); 9,881-23,292 (-)
Bifunctional AAC/APH (AIECLMJB_00006) 5 15256 family transposase 15256 (AIECLMJB_00004)
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151182 family transposase 1SSep1 (JMMI11BB_00021)
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IMGPR_plasmid_3300053491_026044:11,668-25,260 (+); 1-1,161 (+)

5 9

IMGPR_plasmid_3300053491_034754:1-12,339 (-); 21,656-23,278 (-)

IMGPR_plasmid_2695420671_000002: 18,819-20,092 (+); 1-9,057 (+)
APH_2pp_la-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-1a (NFO00508.1) (MMDILHEK_00020)
25 19 14

I
IMGPR_plasmid_3300053491_043298:1-1,988 (-); 11,749-23,384 (-)
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