Relaxosome protein TraM (FBICFIGN_00032)

Pilin (FBICFIGN_00029)

25 26 27 28 30 31
IMGPR_plasmid_2671180349_000002: 28,153-34,191 (+)
4 3

IMGPR_plasmid_2681813272_000003: 240-6,369 (-)

33

Relaxosome protein TraM (PJCPNBJA_00002)

Relaxosome protein TraM (NKKCHNED_00003)

5 4

2 Mok_Hok_Sok__Mok (NKKCHNED_00001)

T rEeEE- - o—C——g

IMGPR_plasmid_2648501186_000004: 366-7,314 (-)

Relaxosome protein TraM (MMFMAHFH_00003)

5 4

IMGPR_plasmid_2545824742_000003: 32-6,901 (-)

2 1

Relaxosome protein TraM (GLBOHIEK_00027)

25 26

IMGPR_plasmid_2562617133_000003: 24,117-31,106 (+)
27 28

IMGPR_plasmid_2537561727_000004: 26,364-31,472 (+)

28 29

Relaxosome protein TraM (FBFKEFME_00029)

Relaxosome protein TraM (PEBHBEAN_00040)

38 39

IMGPR _plasmid_2585427727_000002: 36,285-42,547 (+)

42 43

Relaxosome protein TraM (IPCIJAEK_00030)

28 29

IMGPR_plasmid_2529292831_000004: 25,225-32,839 (+)

31 32 33 34

Relaxosome protein TraM (PNLPCNKJ_00029)

27 28

IMGPR_plasmid_2534681763_000004: 25,076-32,689 (+)

30 31 32 33

Relaxosome protein TraM (NFGNPGPC_00006)

8 7

IMGPR_plasmid_2529292726_000004: 65-9,622 (-)

IMGPR_plasmid_2671181136_000003: 149-7,970(-)

5 4 3 2 1

Relaxosome protein TraM (GAKNBKGA_00030)

28 29

IMGPR_plasmid_2534681657_000006: 25,289-32,903 (+)

IMGPR_plasmid_2582581022_000002: 28,209-34,471 (+)

31 32 33

33 34

Relaxosome protein TraM (DPGJOJAN_00005)
1S4 family transposase ISVsa5 (DPGJOJAN_00004)

7 6

IMGPR_plasmid_2740892530_000001: 338-9,289 (-)

1S91 family transposase ISEc37 (ECNLAJLM_00007)

Protein TraR (ECNLAJLM_00012) 8

IMGPR_plasmid_2534681758_000002: 1,153-9,414 (-)
28 29

IMGPR_plasmid_3300031413_000005: 23,951-28,063 (+)

2

3 1
1D a

5 4 Relaxosome protein TraM (ECNLAJLM_00003)

Relaxosome protein TraM (AINCBKNI_00023)

21 22

IMGPR_plasmid_2695420817_000001: 14,136-25,930 (+)

24 2526 27 28 29 30 31

—@ @@ @a—Ew

1S3 family transposase 151400 (GBCMIDFI_00022)
1S3 family transposase IS1351 (Gg(?MIDFLOOOZl)
Relaxosome protein TraM (GBCMIDFI_00024)
20 rotein TraJ (GBCMIDFI_0D0023) 25

IMGPR_plasmid_2663763510_000002: 14,662-21,773 (+)

1S3 family transposase 151400 (NBGKHHLE_00021)
1S3 family transposase 1S1351 (NBGKHHLE_00020)

Relaxosome protein TraM (NBGKHHLE_00023)

19 Protein TraJ (NBGKHHLE_00022)

IMGPR_plasmid_2693429659_000001: 14,480-20,703 (+)

1S3 family transposase 151400 (HKOEDCEB_00004)
1S3 family transposase 151351 (HKOEDCEB_00005)
Relaxosome protein TraM (HKOEDCEB_00002)
6 Protein TraJ (HKOEDCEB'00003) 1

IMGPR_plasmid_2693429506_000001: 117-7,279 (-)

1S3 family transposase I1S1351 (GNLKFJDA_00003)

Relaxosome protein TraM (GNLKFJDA_00001)

4 Protein TraJ (GNLKFJDA_00002)

IMGPR_plasmid_2663762968_000001: 986-7,160 (-)

1S3 family transposase IS1351 (KPLCMFHI_00004)
Relaxosome protein TraM (KPLCMFHI_00003)

5

IMGPR_plasmid_2695420448_000002:49-7,493 (-)

2 15200/1S605 family transposase 1S200F (KPLCMFHI_00001)

Relaxosome protein TraM (LEKLLLGA_00028)
Protein TraJ (LEKLLLGA_00027)

26 [ |

29 KicA anti-RM (APIS007) (LEKLLLGA_00030)

a1

IMGPR_plasmid_2609460162_000001:25,267-31,741 (+)

Relaxosome protein TraM (DMMGGCOD_00003)
Protein TraJ (DMMGGCOD_00004)

ST |

2 KlcA anti-RM (APIS007) (DMMGGCOD_00001)

T EEEE-a—<Ea—d—c

IMGPR_plasmid_2609459980_000002: 414-6,892 (-)

1S3 family transposase 1S1400 (HOJAAPAH_00023)
1S3 family transposase 151351 (HOJAAPAH_00021)
Relaxosome protein TraM (HOJAAPAH_00025)
Protein TraJ) (HOJAAPAH_00024)

20 | 22 |

IMGPR_plasmid_2695420731_000001: 14,683-21,753 (+)

\ 26

2 1S3 family transposase 151351 (GMGGPMIN_00001)

IMGPR_plasmid_2667528040_000001: 368-4.601 (-)
34

IMGPR_plasmid_2825527155_000001: 31,111-34,788 (+)

Relaxosome protein TraM (EOOPKKEK_00005)

7 6 3

IMGPR_plasmid_2651869696_000005:463-6,571 (-)
40

IMGPR_plasmid_2778260995_000001: 32,030-38,114 (+)

41 42

Relaxosome protein TraM (NBMMHKHH_00025)

23 24

IMGPR_plasmid_2778261643_.000001:23,772-31,199 (+)

26 27 28

41 42 43 44

40
IMGPR_plasmid_2651869691_000005: 31,196-39,188 (+)

46
IMGPR_plasmid_2654587588_000005: 39,277-45,386 (+)

40

IMGPR_plasmid_2645727905_000007: 31,197-36,038 (+)

IMGPR_plasmid_2695420367_000003: 38,204-44,346 (+)

IMGPR_plasmid_2531839477_000002: 347-6,489 (-)

IMGPR_plasmid_2778261227_000001:29,522-36,063 (+)

a@&—d@@@

47 48

45 46

33 34

Relaxosome protein TraM (MAIFLAHH_00032)

30 31

IMGPR_plasmid_2740892025_000004: 28,243-35,685 (+)

33 34 35

6 5 4 3 2 1

IMGPR_plasmid_2579778791_000002: 103-10,212 (-)

a@——aK

IMGPR_plasmid_2579778647_000003: 276-9,442 (-)

IMGPR _plasmid_3300028986_000003: 22-6,147 (-)

IMGPR_plasmid_2778261515_000004: 28,066-34,010 (+)

IMGPR_plasmid_2734482785_000001: 137-6,243 (-)

a@— @@

2 1

31 1566 family transposase 1ISCro1 (AFCDJCKO_00032)

Relaxosome protein TraM (MJPFFMND_00040)

38 39

IMGPR_plasmid_2579778894_000004: 33,004-40,465 (+)

41 42 43 44

33 IS5 family transposase ISKpn26 (FLDCKNNA_00034)

IMGPR_plasmid_2645727676_000002: 29,514-34,282 (+)

2 IS5 family transposase ISKpn26 (AOIBMOBF_00001)

IMGPR_plasmid_2654587685_000003: 68-4.836 (-)
2 1

IMGPR_plasmid_3300011750_000001:496-4,593 (-)

anti-SOS response (AP1S180) (LAMBGBBC_00004)
Mok_Hok_Sok__Mok (LAMBGBBC_OOOO}) anti-CRISPR-Cas evasion by DNA repair (APIS131) (LAMBGBBC_00001)
Nucleoid occlusion protein (LAMBGBBC_00063)
9 8 6 5 | 2|

a1

IMGPR_plasmid_2585427729_000002: 299-12,038 (-)

32

a0—C<C K KK

I
anti-SOS response (AP1S180) (CBHJGLOK_00038)
Mok_Hok_Sok__ Mok (CBHJGLOK_OOOSE) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CBHJGLOK_00041)
Nucleoid occlusion protein (CBHJGLOK_OOO§9)
33 34 36 37 | 40 | 42 43 44 45

CEEEC—C 0D

IMGPR_plasmid_2547132278_000002: 26,937-42,953 (+)

anti-SOS response (AP1S180) (INMAIBAL_00004)

Mok_Hok_Sok__Mok (INMAIBAL_00006)

EEE< <K

IMGPR_plasmid_2623620506_000001:496-10,300 (-)

Nucleoid occlusion protein (INMAIBAL_00003)
5 ‘ 2 anti-CRISPR-Cas evasion by DNA repair (API1S131) (INMAIBAL_00001)

Kac

[ 6000 nt
defence (DefenseFinder) anti-defence (dbAPIS)




