
IMGPR_plasmid_3300042306_000005: 22-10,003 (+)
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7 Cas2e_WP_012568472.1 (FODFLHBD_00008)

Cas1e_WP_120372217.1 (FODFLHBD_00009)
cas6e_I_II_III_IV_V_VI_2 (FODFLHBD_00010)

casD_Cas5e CRISPR-associated (FODFLHBD_00011)

cas7_I-E_16 (FODFLHBD_00012)

IMGPR_plasmid_3300042555_000013: 30-9,303 (+)
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IMGPR_plasmid_3300044732_000008: 85,840-104,562 (-)
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3',5'-cyclic adenosine monophosphate phosphodiesterase CpdA (DNFPCFGB_00106)

Putative aliphatic sulfonates transport permease protein SsuC (DNFPCFGB_00107)
Bicarbonate transport system permease protein CmpB (DNFPCFGB_00108)

FbpABC (VF0272) (DNFPCFGB_00109)

Putative aliphatic sulfonates-binding protein (DNFPCFGB_00110)

5-oxoprolinase subunit A (DNFPCFGB_00111)

HTH-type transcriptional repressor GamR (DNFPCFGB_00112)

HTH-type transcriptional regulatory protein GabR (DNFPCFGB_00113)

4-aminobutyrate aminotransferase PuuE (DNFPCFGB_00114)

IMGPR_plasmid_3300043775_000063: 580-19,107 (+)

4-aminobutyrate aminotransferase PuuE (LKALPDOG_00001)
HTH-type transcriptional regulatory protein GabR (LKALPDOG_00002)

3
5-oxoprolinase subunit A (LKALPDOG_00004)

Putative aliphatic sulfonates-binding protein (LKALPDOG_00005)

FbpABC (VF0272) (LKALPDOG_00006)

Bicarbonate transport system permease protein CmpB (LKALPDOG_00007)
Putative aliphatic sulfonates transport permease protein SsuC (LKALPDOG_00008)

3',5'-cyclic adenosine monophosphate phosphodiesterase CpdA (LKALPDOG_00009)
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