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IMGPR_plasmid_3300042306_000005: 22-10,003 (+)
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IMGPR_plasmid_3300042555_000013: 30-9.303 (+)
Putative aliphatic sulfonates transport permease protein SsuC (DNFPCFGB_00107)
Bicarbonate transport system permease protein CmpB (DNFPCFGB_00108)
3',5'-cyclic adenosine mon‘ophosphate phosphodiesterase CpdA (DNFPCFGB_00106)
HTH-type transcriptional regulatory protein GabR (DNFPCFGB_00113) ‘
Putative aliphatic sulfonates-binding protein (DNFPCFGB_00110)
HTH-type transcrlptlonal repressor GamR DNFPCFEB _00112)
4-aminobutyrate amlnotransferase Pqu (DNFPCFGB_ 00114)
5- oxoprolmase subunit A (DNFPCFGB 00111)
| | FbpABC (V/F0272) (DNFPCFGB_00109) 105 104 103 102
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IMGPR_plasmid_3300044732_000008: 85,840-104,562 (-)
Putative aliphatic sulfonates transport permease protein SsuC (LKALPDOG_00008)
Bicarbonate transport system permease protein CmpB (LKALPDOG_00007)
3',5'-cyclic adenosine moﬁophosphate phosphodiesterase CpdA (LKALPDOG_00009)
Putative aliphatic sulfonates-binding protein (LKALPDOG,OOOOS)
HTH-type transcriptional regulatory protein GabR (LKALPDOG_00002)
4-aminobutyrate aminotransferase Puuk (LKALPDOG_OOObi)
5-oxoprolinase subunit A (LKALPDOG_OOOO4)
3 FbpABC (VF0272) (LKALPDOG_00006) 10 11 12 13
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IMGPR _plasmid_3300043775_000063: 580-19,107 (+)
} 7000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




