SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (IKAHGFCM_00057)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (IKAHGFCM_00059)
Single-stranded DNA-binding protein (IKAHGFCM_00064)
Chromosome partition protein Smc (IKAHGFCM_00050) DNA-binding protein HU (IKAHGFCM_00060)
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IMGPR _plasmid_3300029485_000077:53,579-66,316 (+)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (OAHJBGDK_00044)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (OAHJBGDK_00046)
DNA-binding protein HU (OAHJBGDK_00047)
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IMGPR_plasmid_3300039328_000064: 40,326-52,962 (+)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (JJMKFPHK_00057)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (JJMKFPHK_00059)
DNA-binding protein HU (JJMKFPHK_00060)
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IMGPR_plasmid_3300029754_000077: 54,024-63,786 (+)
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IMGPR _plasmid_3300029729 000072:43,923-48,215 (+)
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