Putative L-lactate dehydrogenase operon regulatory protein (OJKEEOPG_00010)
Eystine transport system permease protein YecS (OJKEEOPG_00016)
Contact-dependent inhibition CDI system (VF1131) (OJKEEOPG_00024)
4-hydroxy-tetrahydrodipicolinate synthase (OJ KEE5PG_OOO2 1)
Glutamine-binding periplasmfc protein (OJKEEOPG?)'&)lS)
RosmerTA_RmrT_2662548665 (OJKEEOPG_00011)
RosmerTA_RmrA_266254865 (OJKEEOPG_00012)
o-succihylﬁenzoate synthase (OJ KEEO PG_00019)

Acetylornithine deacetylase (OJKEEOPG_00018) 4-aminobutyrate aminotransferase PuuE (OJKEEOPG_00042)
ichele_2A _hits_grouped (OJKEEOPG_00013) L Endoribonuclease SymE (OJKEEOPG_00032)
J é Michele_1B_hits_grouped (OJKEEOPG_00023) Endoribonuclease SymE (OJKEEOPG_00027)
FbpABC (VF0272) (OJKEEOPG_00017) | Toxin CdiA (OJKEEOPG_00028) GABA permease (OJKEEOPG_00041)
L-met ionlnegémma-lyaée Ectdine Hydro|ase (OJKEEOPG_00020) capH (OJKEEOPG_00026) ApeE (VF0973) (OJKEEOPG_00037)
[l | | | 14 | | | | ctrsynthase(QJKEEGPG_00022) tRNA nuclease CdiA (OJKEEOPG_00025) T | 293031| 33 34 35 36 38 39 40
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IMGPR _plasmid_2937645278_000002: 14,363-58,638 (+)
Contact-dependent inhibition CDI system (VF1131) (CLLIMPNL_00067)
4-hydroxy-tetrahydrodipicolinate synthase (CLLIMPNL_00070)
o-succinylbenzoate synthase (C LMNL_OOO72)
Acetylornithine deacetylase (CLLIMPNL_&)ES) ‘

Michele,lB,hitsgrouped (CLLIMPNL_00068) Endoribonuclease SymE (CLLIMPNL_00062)
Ectoine l;ydrdlase (CLLIMPNL_00071) | 65 63 Endoribonuclease SymE (CLLIMPNL_00055)
CTP synthase (CLLIMPNL_00069) tRNA nuclease CdiA (CLLIMPNL_00066) | 64| 61 60 59 58 5756]
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IMGPR_plasmid_2937580670_000010: 51,806-95,227 (-)
4-hydroxy-tetrahydrodipicolinate synthase (GFKGPILA_00347)
165 rRNA endonuclease CdiA (GFKGPILA_00350)
o-succinylbenzoate synthase (GFKGPILA_OO345)T Endoribonuclease SymE (GFKGPILA_00357)
| Endoribonuclease SymE (GFKGPILA_0D353)
ichele_1B_hits_grouped (GFKGPILA_00349)
CTP synthase (GFKGPILA_00348) Endoribonuclease SymE (GFKGPILA_00363)
Acetylornithine deacetylase (GFKGPILA 00344) Toxin CdiA (GFKGPILA_00354) 364
L-methionine gamma-lyase (GFKGPILA_D0337) | 352 355 358 360 36
336 Ectoine hydrolase (GFKGPILA_00346) | 351 | | 356|359 1361 | |365366
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IMGPR _plasmid_2937556594 000005: 335,209-369,696 (+)
Contact-dependent inhibition CDI system (VF1131) (EMCNMGHF_00006)
4-hydroxy-tetrahydrodipicolinate synthase (EMCNMGHF_00009)
o-succinylbenzoate synthase (EMMGHF_OOOH)
Acetylornithine deacetylase (EMCNMGHF,WS) ‘
Mi‘chele,lB,hits,grouped (EMCNMGHF_00007)
Ectoine hydrolasé (EMCNMGHF_OOOM) Deoxyribonuclease CdiA (EMCNMGHF_00619)
Ectoine hydrolase (EMCNMGHF_00010) 617
| CTP synthase (EMCNMGHF_00008) 5 4 3 21 | 618] 616615
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IMGPR_plasmid_2799112224_000001: 1-26,266 (-); 649,646-663,134 (-)
Melibiose/raffinose/stachyose import permease protein MelD (DNNFBOHP_00474)
Diac&y’Tchitobiose uptake system permease protein DasC (DNNFBOHP_00473)
478 479 482
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IMGPR_plasmid_3300031419_000172:488,795-505,055 (+)
299 300
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IMGPR _plasmid_2731957899_000001:298,847-315,109 (+)
Deoxyribonuclease CdiA (DOBPFHNL_00448)
450
446 447 4&9{ 451 452

IMGPR _plasmid_2924499653 000001:457,852-479,259 (+)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




