
IMGPR_plasmid_2937645278_000002: 367,768-392,088 (+)

L-aspartate/glutamate-specific racemase (OJKEEOPG_00324)

325

p-hydroxybenzoic acid efflux pump subunit AaeB (OJKEEOPG_00326)
Putative aliphatic sulfonates-binding protein (OJKEEOPG_00327)

328 329
putative protein YqjZ (OJKEEOPG_00330)

Maltose/maltodextrin import ATP-binding protein MalK (OJKEEOPG_00331)
Trehalose-recycling ABC transporter (VF0842) (OJKEEOPG_00332)

Trehalose-recycling ABC transporter (VF0842) (OJKEEOPG_00333)

334

Myo-inositol 2-dehydrogenase (OJKEEOPG_00335)

Putative N-acetylmannosamine-6-phosphate 2-epimerase 2 (OJKEEOPG_00336)

N-acetylmannosamine kinase (OJKEEOPG_00337)

HTH-type transcriptional repressor NagR (OJKEEOPG_00338)

339 340 341

Colicin V secretion protein CvaA (OJKEEOPG_00342)

RtxA (VF0482) (OJKEEOPG_00343)

Putative multidrug export ATP-binding/permease protein (OJKEEOPG_00344)

putative protein YycE (OJKEEOPG_00345)

tet_MFS_C-NCBIFAM tetracycline efflux MFS transporter Tet(C) (NF012191.0) (OJKEEOPG_00346)

ABC-type heme transporter (VF0739) (OJKEEOPG_00347)

ABC transporter (VF0741) (OJKEEOPG_00348)

Vitamin B12-binding protein (OJKEEOPG_00349)

IMGPR_plasmid_2924499653_000001: 110,841-134,470 (+)

106

Trehalose-recycling ABC transporter (VF0842) (DOBPFHNL_00108)

Trehalose-recycling ABC transporter (VF0842) (DOBPFHNL_00109)
110

Myo-inositol 2-dehydrogenase (DOBPFHNL_00111)

Putative N-acetylmannosamine-6-phosphate 2-epimerase 2 (DOBPFHNL_00112)

N-acetylmannosamine kinase (DOBPFHNL_00113)

HTH-type transcriptional repressor NagR (DOBPFHNL_00114)

115 116
Colicin V secretion protein CvaA (DOBPFHNL_00117)

RtxA (VF0482) (DOBPFHNL_00118)

IMGPR_plasmid_3300031419_000172: 165,657-179,252 (+)

146 151 152
putative protein YqjZ (DNNFBOHP_00153)

154putative 2-phosphosulfolactate phosphatase (DNNFBOHP_00155)

IMGPR_plasmid_2937580670_000010: 408,422-422,018 (-)

putative 2-phosphosulfolactate phosphatase (CLLIMPNL_00404)405
putative protein YqjZ (CLLIMPNL_00406)
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9000 nt

virulence (VFDB) AMR (AMRFinderPlus)


