putative hydrogen peroxide-inducible genes activator (OJKEEOPG_00078) PTS system galactitol-specific EIIA component (OJKEEOPG_00098)

putaﬁve UbiX-like flavin prenyltransferase (OJKEEOPG_00077) PTS system galactitol-specific EIIC comp%ent (OJKEEOPG_00096)
‘ Ribose import permease protein RbsC (OJKEEOPG_00090)
Hca operon transcriptional activator HcaR (OJKEEOPG_00079) Ribose import A P-binding protein RbsA (OJKEEOPG_00092)
Hca c‘)%n transcriptional activator HcaR (OJKEEOPG_00080) Ribose import blndlng protein RbsB (OJKEEOPG_00091)
1S3 family transposase ISEhe3 (OJKEEOPG_00084) 3-hexulose-6- phosphate isomerase (OJKEEOPG 00093)
"5 nucleotidase SurE (OJKEEOPG_ 00087) Ribulose-| phosphate 3-epimerase (OJKEEOPG 00095)  HTH-type transcriptional regulator BenM (OJKEEOPG_00108)
PD-T4-5_PD-T4-5 (OJKEEOPG_00083) ~ | Q Michele_1A_hits_grouped (OJKEEOPG_00094)  2-hydroxypropyl-CoM lyase (OJKEEOPG_00103)
Benzoylformate decarboxylase (OJKEEOFE_OOOM) Xylulose kinase (OJKEEO G_00d89) Sorbitol 6peron Fegulator (OJKEEOPG_00100) CdpA (VF0432) (OJKEEOPG_00107)
|| | 82 | | 85 86 | 88 | | | | 971 99 102 104 105 106 |

IMGPR_plasmid_2937645278 000002: 95,625-128,616 (+)
Tyrosine recombinase XerD (CLLIMPNL_00002)
PD-T4-5_PD-T4-5 (CLLIMPNL_00007)
DS-43_DS-43 (CLLIMPNL_00004)
DS-37__DS-37 (CLLIMPNL_00005)
| 6 | 3 | 1

IMGPR_plasmid_2937580670_000010: 6?13,247 (-)
Tetracycline repressor protein class A from transposon 1721 (NEHOOLON_00448) Maltose/maltodextrin transport system permease protein MalG (NEHOOLON_00461)
Tn3 family transposase Tn3 (NEHOOLON_00454)
Colicin V secretion protein CvaA (N EHOOLON_00451)
RtxA (VF0482) (NEHOOLON 00450) Quinoprotein glucose dehydrogenase (NEHOOLON_00460)

Gallate decarboxylase (NEHOOLON_OO443) 452 458
449 T 453

T@ ‘ Maltose/maltodextrin transport system permease protein MalF (NEHOOLON_00462)
N
IMGPR_plasmid_2905899716_000004: 461,612-483,199 (+)

Tetracycline repressor protein class A from transposon 1721 (AEIKDBEB_00202)
Colicin V secretion protein CvaA (AEIKDBEB_00199)
RtxA (VF0482) (AEIKDBEB_00200)
198
‘ T 197 Tn3 family transposase Tn3 (AEIKDBEB_00196)

XE

01

I
IMGPR _plasmid_2791355154_000004:218,073-239,660 (-)
[ 10000 nt i
defence (DefenseFinder) virulence (VFDB)




