Putative ribose-phosphate pyrophosphokinase (LLDHEMIB_00001) ATP synthase subunit c, sodium ion specific (LLDHEMIB_00010)
Transcriptional regulatory protein FixJ (LLDHEMIB_00005)  ATP synthase gamma chain (LLDHEMIB_00007)  ATP synthase subunit b (LLDHEMIB_00009)
2 3 4 Oleate hydratase (LLDHEMIB_00006) ATP synthase subunit alpha (LLDHEMIB_00008)| \ ATP synthase subunit a
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IMGPR_plasmid_3300042486_000085: 1,267-8,420 (+)

Putative ribose-phosphate pyrophosphokinase (FBAOLAIK_00001)
Blue-light-activated protein (FBAOLAIK_00006)
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