Tyrosine recombinase XerC (FHGMHBEK_00002)
1 3 4 5 6

IMGPR_plasmid_3300029232_000065:81-4,781 (+)
GMP synthase [glutamine-hydrolyzing] (DNJIKFLC_00001)

IMGPR_plasmid_3300039357_000072: 105-4,516 (+)
ThsB1_00012 TIR-like (FADCJCJM_00001)
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IMGPR_plasmid_3300029814 _000070: 68-4,977 (+)
GMP synthase [glutamine-hydrolyzing] (HCHPHNIB_00028)

IMGPR _plasmid_3300029661 000077: 17,329-21,926 (-)
GMP synthase [glutamine-hydrolyzing] (PLFJCJEJ_00001)

IMGPR_plasmid_7000000232_000034: 34-4,583 (+)
GMP synthase [glutamine-hydrolyzing] (FFLMJLJN_00001)

IMGPR_plasmid_3300029303_000115:20-5,244 (+)
PD-T7-2_B_WP_200868270.1 (DOFPCIDK_00001)
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IMGPR_plasmid_3300029884_000056: 31-5,387 (+)
GMP synthase [glutamine-hydrolyzing] (ELNDLCGO_00001)

IMGPR_plasmid_3300029789_000137:446-4,770 (+)
GMP synthase [glutamine-hydrolyzing] (HIECIAHC_00027)

IMGPR_plasmid_3300029702_000057: 16,844-21,150 (-)
1

IMGPR_plasmid_3300029030_000042: 13-4,568 (+)
GMP synthase [glutamine-hydrolyzing] (FCAFNMHJ_00001)

IMGPR _plasmid_3300029375_000090: 56-4,575 (+)
GMP synthase [glutamine-hydrolyzing] (NHJGIJHJ_00029)

IMGPR_plasmid_3300029752_000067:17,364-21,991 (-)
19

IMGPR_plasmid_3300029739_000055: 12,005-17,242 (-)
1

IMGPR_plasmid_3300029778_000088: 902-6,278 (+)

Tyrosine recombinase XerC (GPMAPKOH_00017)
16 15

IMGPR_plasmid_3300029742_000050: 9,888-15,361 (-)

UvrABC system protein B(MPPMEHDG_00001)
UvrABC system protein A(MPPMEHDG_00002) GMP synthase [glutamine-hydrolyzing] (MPPMEHDG_00003)
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IMGPR_plasmid_3300008077_000121: 60-10,487 (+)
Adaptive-response sensory-kinase SasA (HNNDGNKG_00002)

1 GMP synthase [glutamine-hydrolyzing] (HNNDGNKG_00003)
IMGPR _plasmid_3300030447_000077:22-7,331 (+)

1521 family transposase ISPpu7 (AEDJHAFG_00002)

1 DrmD_00013 DrmD (AEDJHAFG_00003)
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IMGPR_plasmid_3300029238_000088: 151-6,769 (+)
ABCF_Sal-NCBIFAM Sal family ABC-F type ribosomal protection protein (NFO00169.2) (ONDMJBNB_00024)
26 25 linco_LnuC-NCBIFAM lincosamide nucleotidyltransferase Lnu(C) (NFO00141.1) (ONDMJBNB_00023)
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IMGPR _plasmid_2857946066_000004: 14,311-22,791 (-)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CHKKGDPP_00003)

GMP synthase [glutamine-hydrolyzing] (CHKKGDPP_00004)
12 | | GMP synthase [glutamine-hydrolyzing] (CHKKGDPP_00005)
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IMGPR_plasmid_330003031%_000065: 236-7,819 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (JHGADLAA_00001)
GMP synthase [glutamine-hydrolyzing] (JHGADLAA_00002)
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IMGPR_plasmid_3300029845_000098: 128-7,340 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (INLJCAGG_00026)

2827 GMﬁsynthase [glutamine-hydrolyzing] (INLJCAGG_00025) 22 anti-CRISPR-Cas evasion by DNA repair (AP1S120) (INLJCAGG_00019)
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IMGPR_plasmid_3300029316_000045: 14,524-23,136 (-)

Regulator of RpoS (FJGJENLN_00017)
18 16 GMP synthase [glutamine-hydrolyzing] (FJGJENLN_00015)

IMGPR_plasmid_3300029708_000091:9,892-18,572 (-)
DNA primase (HBHODNAF_00017)
21 recD_IV-D_1 (HBHODNAF_00019) 18 16
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IMGPR_plasmid_7000000669_000016:9,695-20,031 (-)

Specificity_I_00060 Type (EBLPHLPN_00020) Adaptive-response sensory-kinase SasA (EBLPHLPN_00016)
putative protein (EBLPHLPN_OOOZZ) Sensor histidine kinase ResC (EBLPHLPN_00017)
23 22 21 \ 19 18 \ GMP synthase [glutamine-hydrolyzing] (EBLPHLPN_00015)
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IMGPR_plasmid_3300029815_000098: 9,892-22,650 (-)

Specificity_|_00060 Type (EJOEECDM_00004) Adaptive-response sensory-kinase SasA (EJOEECDM_00008)
putative protein (EJOEECDM_00001) Sensor histidine kinase ResC (EJOEECDM_00007)
2 3 \ 5 6 \ GMP synthase [glutamine-hydrolyzing] (EJOEECDM_00009)
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IMGPR_plasmid_3300029571_000099: 173-12,819 (+)

Transcriptional regulatory protein tctD (FBFIHLIH_00005)
Specificity_|_00013 Type (FBFIHLIH_00001) Adaptive-response sensory-kinase SasA (FBFIHLIH_00006)
REase_I_00008 Type (FBFIHLIH_00002) 3 4 \ 7  GMP synthase [glutamine-hydrolyzing] (FBFIHLIH_00008)
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IMGPR_plasmid_3300029575_.000033:317-14,513 (+)
i
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus)




