
IMGPR_plasmid_3300048922_000231: 19,565-29,228 (+)

Aliphatic sulfonates import ATP-binding protein SsuB
Riboflavin transport system permease protein RibX (BNPGFBIE_00023)

Putative thiamine biosynthesis protein (BNPGFBIE_00024)
CdpA (VF0432) (BNPGFBIE_00025)

6-methylpretetramide 4-monooxygenase (BNPGFBIE_00026)

27
H(+)/Cl(-) exchange transporter ClcA (BNPGFBIE_00028)

Phenolic acid decarboxylase PadC (BNPGFBIE_00029)
HTH-type transcriptional regulator SyrM 1 (BNPGFBIE_00030)

31

IMGPR_plasmid_3300023059_000098: 648-11,810 (-)

PCP degradation transcriptional activation protein (NPBINABI_00001)
Protein/nucleic acid deglycase HchA (NPBINABI_00002)

PCP degradation transcriptional activation protein (NPBINABI_00003)
Phenolic acid decarboxylase PadC (NPBINABI_00004)

H(+)/Cl(-) exchange transporter ClcA (NPBINABI_00005)

IMGPR_plasmid_3300031282_000139: 407-6,845 (-)

1

IMGPR_plasmid_3300026383_000188: 17,937-32,503 (+)

H(+)/Cl(-) exchange transporter ClcA (KGDLFEND_00025)
Protein/nucleic acid deglycase HchA (KGDLFEND_00026)

PCP degradation transcriptional activation protein (KGDLFEND_00027)

28

putative MFS-type transporter (KGDLFEND_00029)
FMN reductase [NAD(P)H] (KGDLFEND_00030)

Protein UmuC (KGDLFEND_00031)
32 33

5000 nt

virulence (VFDB)


