Methionine aminopeptidase (JJLGNBAG_00021)
putative diguanylate cyclase Dgcf‘ (JJLGNBAG_00020) Acetyltransferase (JJLGNBAG_00026)
23 24 25

IMGPR_plasmid_3300031282_000139: 19,689-26,788 (+)
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Acetyltransferase (BPGAGBMK_00027)

%

IMGPR_plasmid_3300031419_000472: 20,698-26,363 (+)
Methyl-accepting chemotaxis protein IV (PIJCFLBN_00032)
COGO0640 Csa3_1_CAS-I-II-111-1V-V-VI (PIJCFLBN_00029)
Inner membrane protein YgaP (PIJCFLBN_00030)
26 27 Hydroxypyruvate reductase (PIJCFLBN_00028) 31 \

IMGPR_plasmid_3300031151_000415: 19,689-29,487 (+)
SOS response-associated protein YedK (BNPGFBIE_00002)
Acetyltransferase (BNPGFBIE_00001)
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IMGPR_plasmid_3300048922_000231:1,375-6,686 (-)
3000 nt 1
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