
IMGPR_plasmid_2897375277_000002: 53,240-88,503 (+)

63
64

Tn3 family transposase TnAs3 (KMGBMHMC_00065)
DNA-invertase hin (KMGBMHMC_00066)

67

Tyrosine recombinase XerC (KMGBMHMC_00068)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KMGBMHMC_00069)

AAC_3_II-NCBIFAM AAC(3)-II family aminoglycoside N-acetyltransferase (NF033080.0) (KMGBMHMC_00070)

10 kDa chaperonin (KMGBMHMC_00071)

Hsp60 (VF0159) (KMGBMHMC_00072)
73

IS256 family transposase ISEc58 (KMGBMHMC_00074)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (KMGBMHMC_00075)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (KMGBMHMC_00076)

77

DrmD_00013 DrmD (KMGBMHMC_00078)

79
TnsC_0_V-K (KMGBMHMC_00080)

81

putative signaling protein (KMGBMHMC_00082)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (KMGBMHMC_00083)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (KMGBMHMC_00084)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (KMGBMHMC_00085)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (KMGBMHMC_00086)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (KMGBMHMC_00087)

Mercuric transport protein MerT (KMGBMHMC_00088)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (KMGBMHMC_00089)

90

Tetracycline repressor protein class A from transposon 1721 (KMGBMHMC_00091)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (KMGBMHMC_00092)

93 94

3'-5' exonuclease DinG (KMGBMHMC_00095)
Toxin RelE2 (KMGBMHMC_00096)

97

Replication initiation protein (KMGBMHMC_00098)

99

IMGPR_plasmid_2630968961_000003: 946-28,606 (-)

Transcription antitermination protein RfaH (PEPBMGML_00002)7

IS91 family transposase ISSbo1 (PEPBMGML_00008)

9
TnsB_0_V-K (PEPBMGML_00010)

TnsC_0_V-K (PEPBMGML_00011)

12

DrmD_00013 DrmD (PEPBMGML_00013)

14

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (PEPBMGML_00015)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (PEPBMGML_00016)

IS256 family transposase ISEc58 (PEPBMGML_00017)

18
Hsp60 (VF0159) (PEPBMGML_00019)

10 kDa chaperonin (PEPBMGML_00020)

24

IMGPR_plasmid_2721755609_000001: 70,283-96,234 (+)

85 86
Tn3 family transposase Tn2 (KACMBPIB_00087)

Transposon Tn3 resolvase (KACMBPIB_00088)
Beta-lactamase TEM (KACMBPIB_00089)

90 91 92

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (KACMBPIB_00093)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (KACMBPIB_00094)

95
96

DrmD_00013 DrmD (KACMBPIB_00097)

98
TnsC_0_V-K (KACMBPIB_00099)

100 IS110 family transposase IS1663 (KACMBPIB_00104)

IMGPR_plasmid_2588253809_000001: 14,715-34,245 (-)

2325
TnsC_0_V-K (HLKOAFJJ_00026)

27

DrmD_00013 DrmD (HLKOAFJJ_00028)

29
30

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (HLKOAFJJ_00031)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (HLKOAFJJ_00032)

33343536
37

38

IMGPR_plasmid_2588253814_000001: 14,696-39,090 (-)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (DOKKELMM_00021)
Mercuric transport protein MerT (DOKKELMM_00022)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (DOKKELMM_00023)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (DOKKELMM_00024)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (DOKKELMM_00025)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (DOKKELMM_00026)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (DOKKELMM_00027)

putative signaling protein (DOKKELMM_00028)

29
TnsC_0_V-K (DOKKELMM_00030)

31

DrmD_00013 DrmD (DOKKELMM_00032)

33
34

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (DOKKELMM_00035)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (DOKKELMM_00036)
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10000 nt
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