
IMGPR_plasmid_2858807231_000025: 196,902-220,548 (+)

putative protein (BKLMGCGH_00210)

211 212
213

214

retron_type_V_csd_cluster85_1 (BKLMGCGH_00215)

216 217 218 219 220
tRNA-Arg(ccg)

ABC-type heme transporter (VF0739) (BKLMGCGH_00222)
Xylose transport system permease protein XylH (BKLMGCGH_00223)

D-xylose-binding periplasmic protein (BKLMGCGH_00224)
N-acetylglucosamine repressor (BKLMGCGH_00225)

Inositol 2-dehydrogenase (BKLMGCGH_00226)

Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (BKLMGCGH_00227)

227 228

HTH-type transcriptional regulator GbpR (BKLMGCGH_00230)

Multiple sugar-binding periplasmic receptor ChvE (BKLMGCGH_00231)
Multiple sugar-binding periplasmic receptor ChvE (BKLMGCGH_00232)

Xylose import ATP-binding protein XylG (BKLMGCGH_00233)

Xylose transport system permease protein XylH (BKLMGCGH_00234)

234 235

IMGPR_plasmid_2839258317_000035: 194,451-218,521 (+)

202 205 207 208
209

210 211 212

ABC-type heme transporter (VF0739) (MGHGOBMA_00214)
Xylose transport system permease protein XylH (MGHGOBMA_00215)

D-xylose-binding periplasmic protein (MGHGOBMA_00216)

N-acetylglucosamine repressor (MGHGOBMA_00217)
Inositol 2-dehydrogenase (MGHGOBMA_00218)

Inositol 2-dehydrogenase (MGHGOBMA_00219)
219 220

HTH-type transcriptional regulator GbpR (MGHGOBMA_00222)

222

Multiple sugar-binding periplasmic receptor ChvE (MGHGOBMA_00224)

Xylose import ATP-binding protein XylG (MGHGOBMA_00225)

Xylose transport system permease protein XylH (MGHGOBMA_00226)

226

NAD/NADP-dependent betaine aldehyde dehydrogenase (MGHGOBMA_00228)

IMGPR_plasmid_2855855388_000011: 196,054-220,005 (+)

210 211 212 213 214

ABC-type heme transporter (VF0739) (IIEHHFGF_00216)

Xylose transport system permease protein XylH (IIEHHFGF_00217)

D-xylose-binding periplasmic protein (IIEHHFGF_00218)

N-acetylglucosamine repressor (IIEHHFGF_00219)
Inositol 2-dehydrogenase (IIEHHFGF_00220)

220 221

HTH-type transcriptional regulator GbpR (IIEHHFGF_00223)

Multiple sugar-binding periplasmic receptor ChvE (IIEHHFGF_00224)

Xylose import ATP-binding protein XylG (IIEHHFGF_00225)
Xylose transport system permease protein XylH (IIEHHFGF_00226)

226 227 228

IMGPR_plasmid_2858794187_000015: 196,170-219,242 (+)

210 211 212
ABC-type heme transporter (VF0739) (DJAHFPII_00214)

Xylose transport system permease protein XylH (DJAHFPII_00215)

D-xylose-binding periplasmic protein (DJAHFPII_00216)

N-acetylglucosamine repressor (DJAHFPII_00217)
Inositol 2-dehydrogenase (DJAHFPII_00218)

218
219

220

HTH-type transcriptional regulator GbpR (DJAHFPII_00222)
Multiple sugar-binding periplasmic receptor ChvE (DJAHFPII_00223)

Xylose import ATP-binding protein XylG (DJAHFPII_00224)

Xylose transport system permease protein XylH (DJAHFPII_00225)
225 226

IMGPR_plasmid_2513237089_000020: 223,412-243,494 (+)

238 239 240 241 242 243 244
245

246 247 248 249
Transposon Tn3 resolvase (OGFECAEJ_00250)

251 252 253 254
PDC-S20_WP_191968580.1 (OGFECAEJ_00255)

9000 nt

defence (PADLOC) virulence (VFDB) tRNA


