qac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (LJBCNNCF_00003)
Putative transposon Tn552 DNA-invertase bin3 (LJBCNNCF_00001)
HTH-type transcriptional regulator QacR (LJBCNNCF_00002)
1112 13 14 15 16 17 4 5 6

;ﬁ

IMGPR _plasmid_3300053491_019997:9,377-12,558 (+); 1-4,727 (+)
Putative transposon Tn552 DNA-invertase bin3 (LBGFLPOF_00001)

IMGPR _plasmid_3300053491_030839: 9,254-12,506 (+); 1-4,608 (+)
Putative transposon Tn552 DNA-invertase bin3 (KJAGNFPF_00008)

IMGPR_plasmid_3300053491 014469: 3,186-11,038 (-)
Putative transposon Tn552 DNA-invertase bin3 (MDFPBMKN_00009)

IMGPR _plasmid_3300053491_014462:3,194-11,096 (+)
Putative transposon Tn552 DNA-invertase bin3 (OKAFKICF_00013)
Putative transposon Tn552 DNA-invertase bin3 (OKAFKICF_00014)

;%

IMGPR _plasmid_3300053491 011119:6,329-12,490 (+); 1-1,708 (+)
Putative transposon Tn552 DNA-invertase bin3 (KBDKOHMN_00006)

:
\

IMGPR _plasmid_3300053491 017384:1-7,106 (-); 11,729-12,512 (-)
Putative transposon Tn552 DNA-invertase bin3 (IPAFCNOP_00003) 16

[y
w

IMGPR _plasmid_3300053491_011111:1-6,576 (-); 9,763-12,523 (-)
Putative transposon Tn552 DNA-invertase bin3 (GFKCEEIO_00005)

IMGPR_plasmid_3300053491 017385: 1-7,288 (-); 10,458-12,515 (-)
13 Putative transposon Tn552 DNA-invertase bin3 (HLMOAHDO_00015)

——
IMGPR_plasmid_3300053491_032822:8,887-12,482 (+); 1-3272 (+)

14 Putative transposon Tn552 DNA-invertase bin3 (OIBMLLEA_00016)

el

IMGPR_plasmid_3300053491_018686:8,622-12,511 (+); 1-3,372 (+)

o
IS

IMGPR _plasmid_3300053491_013036: 5,137-12,226 (+)

Putative transposon Tn552 DNA-invertase bin3 (LGEOFLOJ_00002)
17 1 8]

{
\

IMGPR _plasmid_3300053491 017363:10,170-12,494 (+); 1-5,725 (+)
Putative transposon Tn552 DNA—invertasefbinCi (PIOJKFND_00001)
Putative transposon Tn552 DN‘A-invertase bin3 (PIOJKFND_00002)
3

!%

IMGPR _plasmid_3300053491_030832: 9,606-12,501 (+); 1-6,435 (+)
Putative transposon Tn552 DNA-invertase bin3 (MLGMAAFD_00009) 15256 family transposase 1S256 (MLGMAAFD_00003)
1S6 family transposase IS431R (MLGMAAFD_00008) APH_2pp_la-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-la (NFO00508.1) (MLGMAAFD_00001)
1S6 family transposase I1S431R (MLGMAAFD_00004)
Replication initiation protein (MLG M‘AAFD_OOOOS)
7 6

N

.

:

.
)
|

IMGPR_plasmid_3300053491_014450: 1-10,348 (-); 14,975-19,842 (-)

w
IS
w

IMGPR_plasmid_2698536488_000001: 1-8,547 (-); 11,417-12,546 (-)
2

[
w

IMGPR_plasmid_3300053491_014464: 1-5,920 (-); 9,315-12,483 ()
HTH-type transcriptional regulator Betl (PFIBGHHE_00007)
ISNCY family transposase ISBIi29 (PFIBGHHE_00005)
8 6 Putative transposon Tn552 DNA-invertase bin3 (PFIBGHHE_00004)

IMGPR_plasmid_3300053491_027846: 1-11,342 (-); 14,698-16,907 (-)

ES
N

IMGPR_plasmid_3300053491_008633: 1-10,119 (-); 11,804-12,518 (-)

g

IMGPR_plasmid_3300053491_014468:1-10,290 (-); 11,756-12,503 (-)

[y
[N

IMGPR_plasmid_3300053491_016112:3,663-12,668 (+); 1-2,569 (+)

%

——
IMGPR_plasmid_3300053491 018697:9,189-12,504 (+); 1-6,683 (+)

N
N

EE——
IMGPR_plasmid_3300053491 017362:7,495-12,497 (+); 1-4,990 (+)

[
«x
[N
IS

IMGPR_plasmid_3300053491_020026: 1-4,254 (-); 6,629-12,591 (-)

N
[
=
o

IMGPR_plasmid_3300053491_023192:1-7,197 (-); 9.276-12,469 (-)
6000 nt 1
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