ISNCY family transposase ISRor2 (LMBEFLEB_00008)
13 16 22
910 11 12] 14 15[17 18 19 20 2123

IMGPR _plasmid_2541047740_000003: 4,497-18,589 (+)
16
15] 17

IMGPR _plasmid 2531839529 _000004:4,194-18,554 (+)
37
36[ 38

IMGPR _plasmid_2897346870_000001: 21,816-36,617 (+)
1S5 family transposase ISKpn26 (DNKGBOGP_00078)
77
79 | 76

IMGPR_plasmid_3300029186_000007: 63,803-79,337 (-)
61
62[ 60

IMGPR _plasmid_2609459850_000002:49,971-64,698 (-)
22
16 21] 23

IMGPR_plasmid_2695420382_000001:8,757-23,099 (+)
38
39]37

IMGPR_plasmid_2588253749_000001: 31,637-45,097 (-)
181920

IMGPR plasmid_2541047695_000001:8,185-22,498 (+)
27
26
257 28

IMGPR_plasmid_2526164651_000001: 12,015-26,755 (+)
1S3 family transposase 1S2 (BBJCNDDO_00069)
72

71
73|70 65

IMGPR _plasmid_2534681649_000002: 59,144-74,797 (-)
1S5 family transposase ISKpn26 (IPIANMJI_00109)
110
108 T111

IMGPR _plasmid 2879748301 000001:83,722-99,283 (+)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (FGCGOEFJ_00080)
Phosphoglucosamine mutase (FGCGOEFJ_00081)
83 82 [ | 79

IMGPR_plasmid_2660238078_000003: 64,790 82,569 (-
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (KBFANPNA_00015)
Phosphoglucosamine muta;eTKB FANPNA_00014)
122 13 T | 16

EMHDHEEED HEHNE T

_—
IMGPR_plasmid_2667527806_000002: 2,708-20,478 (+)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (BBAPPMFG_00057)
59 58 [ 56

B} PE-ETEETH—d

IMGPR plasmid_2778261355_000004: 48.012-64,720 ()

APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NFO32895.1) (FOCIKBJF_00025)

APH_6-NCBIFAM APH(6)-1 family aminogly&)ﬁde O-phosphotransferase (NFO12171.0) (FOCIKBJF_00024)

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (FOCIKBJF_00026)
22| | T 2

I
IMGPR _plasmid_2706794665_000002: 9,626-27,594 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (IODBCDJA_00015)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (IODBCDJA_00021)
Phosphoglucosamine muta?ie(IODBCDJA,OOOZO)
156 family transposase 156100 (IODBCDJA_00016)
Prophage integrase IntS (IODBCDJA_00014)

8 13 ‘ 177 19‘ 22

IMGPR plasmid 2541047769 000001: 2,700_—24,393 (+)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (EMBOPDDK_00092)
APH_3pp_lb-NCBIFAM aminoglycoside O-pho%hotransferase APH(3")-1b (NF032895.1) (EMBOPDDK_00091)
APH_6-NCBIFAM APH(6)-1 family aminogchosi‘dg)-phosphotransferase (NF012171.0) (EMBOPDDK_00094)
Sul2-NCBIFAM sulfonamide-resistant dmrobtéroate synthase Sul2 (NF000295.1) (EMBOPDDK_00090)
Aminoglycoside 3'-phosphofransferés€'(EM BOPDDK_00093)
9695 | T | | 89

N ——
IMGPR _plasmid 2695420624 _000001:70,751-89,002 (-)
trim_DfrA1_like-NCBIFAM trimethoprim-| resnstant dihydrofolate reductase DfrA (NFO00330.1) (GABGJNIN_00015)
APH_3pp_lb-NCBIFAM aminoglycoside O-| phosphotransferase APH(3")-1b (NFO32895.1) (GABGJNIN_00016)
APH_6-NCBIFAM APH(6)-1 family amlnoglyc05|de0 phosphotransferase (NFO12171.0) (GABGJNIN_00013)

Sul2-NCBIFAM sulfonamide-resistant mdropteroate synthase Sul2 (NFO00295.1) (GABGJNIN_00017)
Aminoglycoside 3'»phosph6tranéfe‘ras‘e'EABGJNl N_00014)
2| T[] | 18

I

IMGPR _plasmid_3300028976_000002: 1,837-20,607 (+)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO032895.1) (BOOOKPMC_00095)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransfera?(':(NF012171.0) (BOOOKPMC_00091)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (BOOOKPMC_00096)
Tran%poson Tn3resolvase (BOOOkPﬁEOOO‘)S)
| Beta-lactamase TEM (BOOOKPMC_00094)
Tn3 family transposase Tn2 (BOOO‘KW’E,OOO‘?Z)
89 90 | A A 4

—_—— I —
IMGPR _plasmid_2541047960_000002: 71,684-93,269 (+); 1-1,596 (+)
APH_3pp_Ib-NCBIFAM aminoglycoside O- phosphotransferase APH(3")-Ib (NF032895.1) (JGHCEAFK_00073)
APH_6-NCBIFAM APH(6)-1 family amlnogly605|deO phosphotransferase(NF012171 0) (JGHCEAFK_00077)
Sul2-NCBIFAM sulfonamlde resistant dihydropteroate synthase Sul2 (NFO00295.1) (JGHCEAFK_00072)
Transposon Tn3resolvase JGHCEAFK_OOO75)
|  Beta-lactamase TEM (JGHCEAFK_00074)
Tn3 family transposase Tn2 (JGHCEAF"KiOOO76)
79 78 | | 71

— I —
IMGPR_plasmid_2671180490_000002: 58,999-81,426 (-)

APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (HBNHEIFO_00066)
APH_6-NCBIFAM APH(6)-1 family amlnoglyc05|de O- phosphotransfera?éTNF012171 0) (HBNHEIFO_00070)
Sul2-NCBIFAM sulfonamlde resistant dlhydropteroate synthase Sul2 (NFO00295.1) (HBNHEIFO_00065)
Transposon Tn3 resolvase (HBNHEIFO_00068)
Beta-lactamase TEM (HBNHEIFO_00067)
Tn3 family transposase Tn2 (H BNH EF(')iOOOé‘?)
72 71 | ||

IMGPR plasmid_3300029085_000005: 5%2*78,833 )
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (MFHIDGPA_00017)

APH_6-NCBIFAM APH(6)-1 family amlnoglyc05|de O- phosphotransfera?éTNF012171 0) (MFHIDGPA_00013)

Sul2-NCBIFAM sulfonamlde resistant dlhydropteroate synthase Sul2 (NF000295.1) (MFHIDGPA_00018)

Transposon Tn3 resolvase (MFHIDGPA_00015)
| Beta- |actamaseTEM (MFHIDGPA_00016)
Tn3 family transposase Tn2 (MFHIDGPA_00014)
11 12 | | 1 | 19

IMGPR_plasmid_2541047873_000004: 1.856-25.013 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (CNEKEFPE_00006)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransfera?éTNF012171.0) (CNEKEFPE_00010)

Sul2-NCBIFAM sulfonamide-resistant dihydropferoate synthase Sul2 (NF000295.1) (CNEKEFPE_00005)

Trahsposon Tn3 resolvase (CNEKEFPE_00008)
Beta-lactamase TEM (CNEKEFPE_00007)
Tn3 family transposase Tn2 (CNEKEﬁEOOOO9)
12 11 | R 4

IMGPR_plasmid_2541047948_000001: 1?1.617 (-); 90,408-91,362 (-)
APH_3pp_Ib-NCBIFAM aminoglycoside O-| phosphotransferase APH(3")-Ib (NFO32895.1) (OJEALAJD_00077)
APH_6-NCBIFAM APH(6)- Ifamlly aminoglycoside O-| phosphotransferase(NF012171 0) (OJEALAJD_00081)
Sul2-NCBIFAM sulfonamlde resistant dlhydropteroate synthase Sul2 (NFO00295.1) (OJEALAJD_00076)
Transposon Tn3resolvase (OJEALAE)OO79
|  Beta-lactamase TEM (OJEALAID_00078)
Tn3 family transposase Tn2 (OJEALAJD_00080)
83 82 | [ 1 75

B4

\MGPR,D\asm'\d72671180298ﬁ_00003: 62,177-83,198 (-)
APH_3pp_lb-NCBIFAM aminoglycoside O—phosphotransferase APH(3")-1b (NF032895.1) (NDPBMAEO_00097)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O- phosphotransferase (NF012171 0) (NDPBMAEO_00093)
Sul2-NCBIFAM sﬁ?namlde re5|stantd|hydropteroate synthase Sul2 (NFO00295.1) (NDPBMAEO_00098)
Transposon Tn3resolvase (NDPBMAEO 00095)
‘ Beta-lactamase TEM (NDPBMAEO_00096)
Tn3 family transposase Tn2 (NDPB‘M@_OO‘O‘M}
91 92 | N - 12 6

—_— I —
IMGPR _plasmid 2522572164 000001:71,635-91,369 (+); 1-3,526 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (JPECPGME_00102)
Sul2-NCBIFAM sulfonamide-resistant dihydroag'oate synthase Sul2 (NF000295.1) (JPECPGME_00103)
Transposon Tn3 resolvase (JPEE'EGME_OOlOl)
Beta-lactamase TEM (JPECPGME_00099) ‘
Tn3 famtransposase Tn2 (JPECPGME_00100)
9798 | | | | 104

I —
IMGPR_plasmid_2711768015_000003: 76,008-100,469 (+)

APH_3pp_Ib-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(3")-1b (NF032895.1) (MABDLIMG_00071)

APH_6-NCBIFAM APH(6)- Ifamlly aminoglycoside O-phosphotransferase (NF012171.0) (MABDLIMG_00072)

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (MABDLIMG_00070)
7473 | | T €9

I —
IMGPR _plasmid 2778260998 000002: 59,101-74,104 (-)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (HCLCCHII_00021)
APH_6-NCBIFAM APH(6)-I fam aminoglycoside O-phosphotransferase (NF012171.0) (HCLCCHII_00020)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (HCLCCHII_00022)

1819 | | [ 23
I E—
IMGPR_plasmid_2563366860_000002: 12,291-26,619 (+)
50 44
51] 49 45743

IMGPR _plasmid_2563366944_000002: 38,703-52,865 (-)
28
271 29

IMGPR_plasmid_2700989508_000006: 14,304-28,532 (+)
91
92] 90

IMGPR _plasmid 2563366914 _000001:75,460-89,687 (-)
31
26 30[ 32

MG

IMGPR_plasmid_2698536646_000003: 18,374-33,156 (+)
ISNCY family transposase ISRor2 (PPLGINLA_00069)

60
70 64 63 62 61] 59

A

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (AGJFNLBB_00071)
NADPH-dependent FMN reductase ArsH (AGJFNLBB_00077)
Arsenical-resistance protein AcrfﬂXGJFNLBB_OOOW)) ‘

IMGPR_plasmid_2711768001_000002: 50,100-67,691 (-)

Regulatory protein RepA (AGJFNLBB_00088) Phosphoglucosamine mutase (AGJFNLBB_00072)
Arsenate reductase (AGJFNLBB_OOO78)
Prophage integrase IntA (AGJFNLBB_00090) 81 74
91 89| 87 868584 83 8280 76751 73 70

—_—
IMGPR _plasmid_2778261154_000003:59,906-90,126 (-)

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (OJGOMJOL_00055)
NADPH-dependent FMN reductase ArsH (OJGOMJOL_00049)
Arsenical-resistance protein Acr376JGOMJOL,OOO47)
Regulatory protein RepA (OJGOMJOL_00038) * [ Phosphoglucosamine mutase (0JGOMJOL_00054)
Arsenate reductase (OJGOMJOL_00048)
Prophage integrase IntA (OJGOMJOL_00036) 45 52
35 37| 39 404142 43 4446 5051 53 56

IMGPR _plasmid_649989998 000001: 18,930-49,104 (+)
APH_6-NCBIFAM APH(6)-1 family amlnoglyc05|de0 phosphotransferase (NF012171.0) (NCHKHPOG_00004)
Transposon Tn3resolvase (NCHKHPOG_00002)
Tn3fam|lytransposaseTn2 NCHRF!POG,OOOOC%)
6 5 | | Beta-lactamase TEM (NCHKHPOG_00001)

IMGPR_plasmid_2565956718_000001: 148-13,633 (-
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (JKLHMHJK_00005)
Tn3 family transposase TnAs1 (JKLHMHJK_00001)
Transposon Tn3 resolvase (JKLHMHJK_00003)
Tn3 family transposase Tn2 (JKLHMHJK_00004)
7 6 | Betalactamase TEM (JKLHMHJK_00002)

EX-EHEEED - DA

_—
IMGPR_plasmid_2541047722_000001:29-14,663 (-)
94 95APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (OPGFBLPM_00096)

EXN-DEHEEEDDBA

IMGPR _plasmid_2541047852_000002: 7@?7—87,209 (+)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (LLBGFEPO_00101)
1S6 family transposase 1526 (LLBGFEPO_00105)
Transposon Tn3 resolvase (LLBGFEEO_00103)
\ Regulatory protein RepA (LLBGFEPO_00106)
Tn3 family transposase Tn2 (LLBGFEPO_00102)
100 Beta-lactamase TEM (LLBGFEPO_00104)

9 T | T | [ 107

L]
IMGPR _plasmid_2541047853_000005: 84,682-101,116 (+)
9293

IMGPR _plasmid_2521172589 000001: 75,602-83,248 (+)
carbeni_gen-NCBIFAM CARB/PSE/RTG family carbenicillin-hydrolyzing class A beta-lactamase (NFO00481.1) (MKKOGDOK_00073)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (MKKOGDOK_00089)
AAC_3_II-NCBIFAM AAC737)-II family aminoglycoside N-acetyltransferase (NFO33080.0) (MKKOGDOK_00085)
bla_class_C-NCBIFAM class C beta-lactamase (NF033085.1) (MKKOGDOK _ OOO9§T APH_3pp_lb-NCBIFAM aminoglycdside O-phosphotransferase APH(3")-Ib (NF032895.1) (MKKOGDOK_00067)
1S3 family transposase ISKpnll (MKKOGDOK_00083)
Tunicamycin resistance proteln (MKKOGDOK_00084)
IS5 faml‘y transposase ISKpn12 (MKKOGDOK_00079)
1S5 family transposase ISKpn12 (MKKOGDOK_00080)

153 family transposase ISKpn11 (MKKOGDOK_00082)

Transposon Tn3 resolvase (MKKO‘GD‘O‘KiO'ﬁOSﬂ Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (MKKOGDOK_00066)
Beta-lactamase TEM (MKKOGDOK 00086 | DNA-invertase hin (MKKOGDOK_00072)
NADP-specific glutamate dehydrogenase (MKKOGDOK_00093) | Protein UmuD (MKKOGDOK _00077) Beta-Tactamase TEM (MKKOGDOK_00068)
Tn3 family transposase Tn2 (MKKOGDOK_00088) | Protein'UmuC (MKKOGDOK_00076)

95 94 | 9190 | || \H t]f78| [ 75 74 \‘71E69 ‘ ‘ 65 6059 57

IMGPR _plasmid_650625511 000001:51,577-93,272 (-)
ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (LAEJMCAL_00079)
tet MFS_A _B_ €5NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (LAEJMCAL_00066)
trim_DfrA1_like-NCBIFAM trimethoprim- re5|stantd|hydr0folate reductase DfrA (NFO00330.1) LAEJME L_00081)
Sul2 NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (LAEJMCAL_00057)
Tetracycline repressor protein class B from transposon Tn10 (LAEJMCAL_00067)
Transpo on Tn7 transposition protein TnsE (LAEJMCAL%O74)
sat2-NCBIFAM streptothricin N- acetyltransferase Sat2 (NFO00358.1, 1) (LAEJMCAL_00080) Transposon Tn7 transposition protein TnsB (LAEJMCAL_00061)
Transposon n10 TetD protein (| LAEJMCAL_6OO 64)
Transposon Tn10 TetC protein (LAEJMCAL_00065)
1S3 family transposase ISPa31 (LAEJMCAL 00072)
Sodium/glutamate symporter (LAEJMCAL 00071)
Tyrosine recombinase XerC (LAEJMCAL_00082) ‘ IS5 famliytransposaseISKpn26(LA JMCAL_00062)
153 family transposase ISPa74 (LAEJMCAL_00073) L [Transposon Tn7 transposition protein TnsA (LAEJMCAL_00059)
77 putative protein YqjZ (LAEJMCAL_00070)| IS5 family transposase ISKpn26 (LAEJMCAL_00060)
7817675 | [ 1] Teves | | | 63 | | "1 | 58 | 56 IS4familytransposase 15421 (LAEJMCAL_00050)

83

- —— — -—
IMGPR _plasmid_2869976549_000001:46,467-85,885 (-)

ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (MCDBPIPP_00085)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihycFo'?oIate reductase DfrA (NFO00330.1) (MCDBPIPP_00083)
sat2-NCBIFAM streptothricin N-acetyltransferase Sat2 (NFO00358.1) (MCDBPIPP_00084)
Tyrosine recombinase XerD (MCDBPI PP_OOOB 1)
Tyrosine recombinase XerC (MCDBPIPP_00082)
80 |'T || | 8687

-
IMGPR _plasmid 2695420808 _000001: 66,614-79,325 (+)
DrmD_00013 DrmD (EEPMMLCA_00091)
85 90 | 92 2

MHEMTEHE—HETTTD-

_—
IMGPR_plasmid_2681813182_000001: 79,814-85,083 (+); 1-9,819 (+)
84 DrmD_00013 DrmD (BDLMDEHD_00083)

HENTOE— -

-—
IMGPR_plasmid_2684622771_000001: 68,975-83,946 (-)

DrmD_00013 DrmD (ENGPKOKF_00009)
8 | 1521 family transposase ISPpu7 (ENGPKOKF_00010)

DDA A [

_—
IMGPR _plasmid_2660238176_000001: 1,108-16,091 (+)
1S21 family transposase ISPpu7 (OAAKHPED_00088)
DrmD_00013 DrmD (OAAKHPED_00089)
DrmD_00013 DrmD (OAAKHPED_00085)
86
90 87T 1521 family transposase ISPpu7 (OAAKHPED_00084)

DDA A ]

IMG PR,p\asm\d,2660238429,000002: 70,537-87,801 (-)
1521 family transposase ISPpu7 (GGAIMEKJ_00083)
DrmD_00013 DrmD (GéAI MEKJ_00084)

85 [ | 81 80

_—
IMGPR_plasmid_2663763456_000002: 67,108-82,982 ()
DrmD_00013 DrmD (BJBMOMJD_00076)
77 [ 1521 family transposase ISPpu7 (BJBMOMJD_00075)

A A )

_—
IMGPR_plasmid_2700989234_000002: 62,622-74,658 (-)
ArdA anti-RM (APISO03) (KKDPDMNI_00065)

64 61

-
IMGPR_plasmid_2734482533_.000002: 52,318-65,415 (-)
k 10000 nt i

defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus)




