vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (NGPOBAHI_00007)
Sulfite reductase [NADPH] flavoprotein alpha-component (NGPOBAHI_00014)

Bacitracin export‘permease protein BceB (NGPOEAHI,OOOlO)

S-formylglutathione‘hyd rolase (NEPOBAHI_OOOOZ)
[Glutathione peroxidase BsaA (NGPOBAHI_00013)

Alkaline phosphatase 3 (NGPOBAH 1_.00005)

VirR/VirS (VFO791) (NGPOBAHI_00008)

l FbpABC (VF0272) (NGPOBAHI_00009)

putative protein.1 (NGPOBAHI_00004) 11 ‘

13 el | | | 12 Precorrin-2 dehydrogenase (NGPOBAHI_00015)

I —
IMGPR _plasmid_2734482436_000006: 32-13,659 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ONEAIBII_00055)
S-formylglutathione?yd rolase (ONEAIBII_00060)
putative protein.1 (ONEAIBII_00058)
Alkaline phosphatase 3 (ONEAIBII_00057)
VirR/VirS (VF0791) (ONEAIBII_00054)
FbpABC (VF0372) (ONEAIBII_00053)
61 59| | 56| | "] Bacitracinexport permease protein BceB (ONEAIBII_00052)

I

IMGPR_plasmid_2571042550_000005: 47,738-61,509 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (LDOABEHF_00061)
S-formylglutathione hydrolase (LDOABEHF_00066)
putative protein.1 (LDOABEHF_00064)
Alkaline phosphatase 3 (LDOABEHF_00063)

VirR/VirS (VF0791) (LDOABEHF_00060)
Clumping factor (VF0004) (LDOABEHF_00067)

FbpABC (VF0272) (LDOABEHF_00059)
6;\ \ 62 \ \ T Bacitracin export permease protein BceB (LDOABEHF_00058)

I I —
IMGPR_plasmid_2537561706_000005: 51,504-67,010 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (NNBDADMI_00087)
S-formylglutathione hydrolase (NNBDADMI_00092)
putative protein.1 (NNBDADMI_00090)
Alkaline phosphatase'3 (NNBDADMI_00089)
VirR/VirS (VF0791) (NNBDADMI_00086)
FbpABC (VF0272) (NNBDADMI_00085)
971‘ ‘ 88 ‘ ‘ TBacitracin export permease protein BceB (NNBDADMI_00084)

93

I

IMGPR _plasmid_2684622799 000004: 80,588-94,449 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ALDPOOIA_00088)
S-formylglutathione hydrolase (ALDPOOIA_00093)
putative protein.1 (ALDPOOIA_00091)
Alkaline phosphatase 3 (ALDPOOIA_00090)

VirR/VirS (VF0791) (ALDPOOIA _00087)

FbpABC (VF0272) (ALDPOOIA_00086)

94 | 92| | 89| | [ Bacitracinexport permease protein BceB (ALDPOOIA_00085)

N

IMGPR_plasmid_2576861063_000005: 80,578-94,205 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CEHCHBKO_00007)
S-formylglutathione hydrolase (CEHCHBKO_00002)
putative protein.1 (CEHCHBKO_00004)
Alkaline phosphatase 3 (CEHCHBKO_00005)

VirR/VirS (VF0791) (CEHCHBKO_00008)
FbpABC (VF0272) (CEHCHBKO_00009)
3| | 6| | "] Bacitracin export permease protein BceB (CEHCHBKO_00010)

I —

IMGPR _plasmid_2734482453_000004: 20-13,629 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (IHMEDNHJ_00056)
S»formylglutathione?yd rolase (IHMEDNHJ_00061)
putative protein.1 (IHMEDNHJ_00059)
Alkaline phosphatase 3 (IHMEDNHJ_00058)

VirR/VirS (VF0791) (IHMEDNHJ_00055)

FbpABC (VF0272) (IHMEDNHJ_00054)

62 | 6ol | 57| | T 5352

N

IMGPR _plasmid 2684622798 000006:47,912-61,681 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (GMDFGLNP_00057)
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase stabilizing protein GtfB (GMDFGLNP_00080)

Ornithine carbamoyltransferase, catabolic (GMDFGLNP_00067)
UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase GtfA subunit (GMDFGLNP_00081) HTH-type trargéﬁptional regulator ArcR (GMDFGLNP_00064)
‘ Immunodominant staphylococcal antigen B (GMDFGLN P_00071) Bacitracin export permease protein BceB (GMDFGLNP_00054)
N-acetylmuramoyl-L-alanine amidase domain-containing protein (GMDFGLNP_00077) S-formylglutathione hydrolase (GMDFGLNP_00062)
L putative protgml (GMDFGLNP_00060)

%

PTS system mannose-specific EIIBCA component (GJTDFGLNP,OOO74) ‘ G
Arginine repressor (GMDFGL ‘ P_00069) Alkaline phosphatase 3 (GMIﬁFGLN P_00059)
Putative mannose-6-phosphate isomerase Yvyl (GMDFGLNP_00075) TCarbamate kinase 2 (GMDFGLNP_00065) \ \ \

\ Aureolysin (VF0024) (GMDFGLNP_00070) \ VirR/VirS (VF0791) (GMDFGLNP_00056)
Accessory secretion factor (VFO808) (GMDFGLNP_00082) Transcriptional regulator ManR (GMDFGLNP_00073) \cmmping factor (VF0004) (GMDFGLNP_00063) T
86 84 N-carbamoylsarcosine amidase (GMDFGLNP_00078) Arginine deiminase (GMDFGLNP_00068) FbpABC (VF0272) (GMDFGLNP_00055)
88 87 [85[83 | | 79 T | 76 72 | | ArgP (VF0557) (GMDFGLNP_00066) 61 | s8] | T |

XOEEK

— — — — —— —
IMGPR_plasmid_2595698039_000007:48,674-97,474 (-)

rRNA adenine N-6-methyltransferase (HEIIPIEI_00089)
rRNA adenine N-6-methyltransferase (HEIIPIEI_00086)
| 8887 [85156 family transposase 1S431R (HEIIPIEI_00084)

IMGPR_plasmid_2734482406_000002: 80,574-89,813 (-)
156 family transposase 1S431R (HLKFKBAG_00084)

IMGPR_plasmid_2734482411_000002:80,574-86,239 (-)
REase_|_00001 Type (HGDJPNJG_00085)

89|86 156 family transposase 1S431R (HGDJPNJG_00084)

I
IMGPR_plasmid_2734482469_000016:80,575-90,543 (-)
F——10000 nt——
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




