1S6 family transposase 1S26 (MADDOEKO_00030)
Beta-lactamase TEM (MADDOEKQO_00028)
23 24 25 26 27 Transposon Tn3 resolvase (MADDOEKO_00029) DNA-invertase hin (MADDOEKO_00031)

IMGPR_plasmid_2609460332_000006: 20,215-25,821 (+)
Hemolysin expression-modulating protein Hha (NCNABECP_00001)

IMGPR_plasmid_3300029751_000004: 73-2,179 (-)
penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (CIKGCAJB_00005)
DNA-invertase hin (CIKGCAJB_00004)
Transposon Tn3 resolvase (CIKGCAJB_00009) 1S3 family transposase ISEc36 (CIKGCAJB_00007) DNA-invertase hin (CIKGCAJB_00002)
Beta-lactamase TEM (CIKGCAJB,OBO:LO) Tn3 family transposase Tn2 (CIKGCAJB_00008) 6 ISKra4 family transposase ISKpn19 (CIKGCAJB_00003) 1
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IMGPR _plasmid_2751185973_.000002: 576-13,017 (-)

1S1 family transposase 1S1X2 (KCFGHKIB_00005) DNA-invertase hin (KCFGHKIB_00002)
REase_lI_00069 Type (KCFGHKIB_00003)
MTase_II_00147 Type (KCFGHKIB_00004) \ 1
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IMGPR_plasmid_3300011361_000002: 106-5,998 (-)
1S1 family transposase IS1X2 (ODHDOLKG_00004)
REase_l1_00069 Type (ODHDOLKG_00002)
MTase_l1_00147 Type (ODHDOLKG_00003) 1
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IMGPR _plasmid_2871825570_000005: 62-6,499 (-)

Methylthioribulose-1-phosphate dehydratase (NIGIADLN_00002)
1S1 family transposase IS1X2 (NIGIADLN_00006) 1S6 family transposase 1S26 (NIGIADLN_00003)
REase_l1_00069 Type (NIGIADLN_00004) ‘
MTase_l1_00147 Type (NIGIADLN_00005) ‘ 3-oxo-tetronate kinase (NIGIADLN_00001)
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IMGPR _plasmid_2571042619_000002: 273-6,820 (-)

1S1 family transposase I1S1X2 (OCAKHPJD_00004)
REase_|I_00069 Type (OCAKHPJD_00002)
10 6 MTase_l_00147 Type (OCAKHPJD_00003) 1S6 family transposase 156100 (OCAKHPJD_00001)
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IMGPR_plasmid_2728369558_000001: 59-6,206 (-)

blaTEM-NCBIFAM TEM family class A beta-lactamase (NFO00531.2) (NHJOKOFN_00044)
S-(hydroxymethyl)glutathione dehydrogenase (NHJOKOFN_00040)
S-formylglutathione hydrolase FrmB (NHJOKOFN_00042)
Transcriptional repressor Friv FrmR NHJOkOFN_OOO39)
1S1 family transposase I51X4 (NHJOKOFN 00037) ‘
1S1 family transposase IS1X2 (NHJOKOFN_00033) 1S1 family transposase 151X2 (NHJOKOFN_00038) Glycerol-3-phosphate regulon repressor (NHJOKOFN_00045)
REase_l1_00069 Type (NHJOKOFN_00035) 1S6 family transposase 1526 (NHJOKOFN_00043)
MTase_|1_00147 Type (NHJOKOFN_00034) DNA-invertase hin (NHJOKOFN_00036) 41 ‘
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IMGPR_plasmid_2588254175_000004: 22,045-34,254 (+)

S-(hydroxymethyl)glutathione dehydrogenase (NPGHKJCE_00041)

1S1 family transposase ISlX4 (NPGHKJCE_00038)
1S1 family transposase 1S1X2 (NPGHKJCE_00039)

1S1 family transposase IS1X2 (NPGHKJCE_00033) DNA-invertase hin (NPGHKJCE 00036)
REase_lI_00069 Type (NPGHKJCE_00035) Transcrlptlonal repressor FrmR (NPGHKJCE_00040)
MTase_I1_00147 Type (NPGHKJCE_00034) | 37 \ N BN | 42 S-formylglutathione hydrolase FrmB (NPGHKJCE_00043)
§ O
IMGPR _plasmid_2568526384_000002: 22,230-31,922 (+)
1S1 family transposase IS1A (LEAAGGAI_00008) DNA-invertase hin (LEAAGGAI_00005)
REase_ll_00069 Type (LEAAGGAI_00006) Specificity_I_00026 Type (LEAAGGAI_00002)
MTase_|I_00147 Type (LEAAGGAI_00007) | 4 REase_|_00009 Type (LEAAGGAI_00003) PrrC__Ecoprrl (LEAAGGAI_00001)
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IMGPR_plasmid_3300011536_000003: 720-12,859 (-)

SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (CLIEBMIG_00005)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CLIEBMIG_00004)
trim_DfrA1_like-NCBIFAM trimethoprim‘-resistant dihydrofolate reductase DfrA (NFO00330.1) (CLIEBMIG_00003)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthése Sull (NFdOOZ94.1) (CLIEBMIG_00006)

1S1 family transposase IS1X2 (CLIEBMIG_00011) 1S6 family transposase 1S6100 (CLIEBMIG_00008)
REase_lI_00069 Type (CLIEBMIG_00009) Tyrosine recombinase XerC (CLIEBMIG_00002)
MTase_|1_00147 Type (CLIEBMIG_00010) 7 DNA-invertase hin (CLIEBMIG_00001)

} H < -C o H D

IMGPR _plasmid_2747842746_000001:541-12,516 (-)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter Qack (NFO00276.2) (BMJODLKG_00038)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family amlnogly505|de nucleotidyltransferase AadA3 (NF033127.1) (BMJODLKG_00039)
trim_DfrA1_like-NCBIFAM trimethoprim- re5|stan dlhyarofolate reductase DfrA (NFO00330.1) (BMJODLKG_00040)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sull NFOOb294 1) (BMJ6DLKG_OOO37)

1S1 family transposase IS1X2 (BMJODLKG_00032) 1S6 family transposase 1S6100 (BMJODLKG_00035) ‘
REase_|I_00069 Type (BMJODLKG_00034) Tyrosine recombinase XerC (BMJODLKG_00041)
MTase_I1_00147 Type (BMJODLKG_00033) \ 36 \ DNA-invertase hin (BMJODLKG_00042)
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IMGPR _plasmid_2724679345_000001: 22,817-34,861 (+)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (FAIKLLLE_00041)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (FAIKLLLE_00040)

1S1 family transposase IS1X2 (FAIKLLLE_00035) 1S6 family transposase 1S6100 (FAIKLLLE_00038)
REase_lI_00069 Type (FAIKLLLE_00037) rifampin_ARR-| NCBIFAM NAI (+)—-r|famp|n ADP-ribosyltransferase (NFO33144.1) (FAIKLLLE_00042)
MTase_I1_00147 Type (FAIKLLLE_00036) Chloramphenicol acetyltransferase (FAIKLLLE_00043)
|
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IMGPR_plasmid_2869445338_000001: 23,933-33,263 (+)

MazEF__MazE (JIEGADAF_00006)
MazEF__MazF (JIEGADAF_00009) DNA-invertase hin (JIEGADAF_00003)
11 10 8 7 5 4 2 1

EEO I IO -@C@@@@ D TTn-da

I —_—
IMGPR _plasmid_2698536511_000002: 195-6,950 (-)
} 4000 nt {
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




