
IMGPR_plasmid_3300045186_000120: 213,132-282,928 (+)

181
182

183

Epoxide hydrolase A (MNHOMBEP_00185)

185

CfrAB-NCBIFAM Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NF000424.4) (MNHOMBEP_00187)

4-carboxy-4-hydroxy-2-oxoadipate aldolase (MNHOMBEP_00188)

Michele_1B_hits_grouped (MNHOMBEP_00189)

PEB1 (VF0327) (MNHOMBEP_00190)

Glutamate/aspartate import permease protein GltJ (MNHOMBEP_00191)

Inner membrane amino-acid ABC transporter permease protein YhdY (MNHOMBEP_00192)

FbpABC (VF0272) (MNHOMBEP_00193)

HTH-type transcriptional regulator MetR (MNHOMBEP_00194)

194

Error-prone DNA polymerase (MNHOMBEP_00196)

Protein ImuB (MNHOMBEP_00197)
197

PDC-S02_WP_014408698.1 (MNHOMBEP_00199)

Lysine-specific permease (MNHOMBEP_00200)

200

CRP-like cAMP-activated global transcriptional regulator (MNHOMBEP_00202)

NAD/NADP-dependent betaine aldehyde dehydrogenase (MNHOMBEP_00203)

Putative reactive intermediate deaminase TdcF (MNHOMBEP_00204)

2-iminobutanoate/2-iminopropanoate deaminase (MNHOMBEP_00205)

Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase (MNHOMBEP_00206)

Glutamyl-tRNA(Gln) amidotransferase subunit A (MNHOMBEP_00207)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (MNHOMBEP_00208)

Vitamin B12 import ATP-binding protein BtuD (MNHOMBEP_00209)

High-affinity branched-chain amino acid transport system permease protein LivH (MNHOMBEP_00210)

210

Transcriptional repressor IclR (MNHOMBEP_00212)
Michele_2A_hits_grouped (MNHOMBEP_00213)

213

Acetolactate synthase large subunit (MNHOMBEP_00215)

215

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (MNHOMBEP_00217)

p-hydroxybenzoic acid efflux pump subunit AaeA (MNHOMBEP_00218)

Protein AaeX (MNHOMBEP_00219)

p-hydroxybenzoic acid efflux pump subunit AaeB (MNHOMBEP_00220)

Transcriptional regulator SlyA (MNHOMBEP_00221)

221

7-carboxy-7-deazaguanine synthase (MNHOMBEP_00223)

tRNA-Asp(gtc)

Inner membrane protein YjdF (MNHOMBEP_00225)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (MNHOMBEP_00226)

N-ethylmaleimide reductase (MNHOMBEP_00227)

226

227
228

229
230

231

Transcriptional regulatory protein OmpR (MNHOMBEP_00234)

AdeFGH efflux pump (VF0504) (MNHOMBEP_00235)

putative multidrug ABC transporter permease YbhS (MNHOMBEP_00236)

ABC-type heme transporter (VF0739) (MNHOMBEP_00237)

236

HTH-type transcriptional regulator BetI (MNHOMBEP_00239)

NADPH-dependent curcumin reductase (MNHOMBEP_00240)

Protein/nucleic acid deglycase HchA (MNHOMBEP_00241)

Cyclic di-GMP phosphodiesterase (MNHOMBEP_00242)
Glycerol-3-phosphate dehydrogenase 2 (MNHOMBEP_00243)

Glycerol-3-phosphate regulon repressor (MNHOMBEP_00244)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (MNHOMBEP_00245)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (MNHOMBEP_00246)

L-arabinose transport system permease protein AraP (MNHOMBEP_00247)

Trehalose-recycling ABC transporter (VF0842) (MNHOMBEP_00248)

247
248

249

IMGPR_plasmid_3300045204_000135: 113-69,909 (-)

123

Trehalose-recycling ABC transporter (VF0842) (ADCDPBKJ_00004)

L-arabinose transport system permease protein AraP (ADCDPBKJ_00005)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (ADCDPBKJ_00006)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (ADCDPBKJ_00007)

Glycerol-3-phosphate regulon repressor (ADCDPBKJ_00008)

Glycerol-3-phosphate dehydrogenase 2 (ADCDPBKJ_00009)
Cyclic di-GMP phosphodiesterase (ADCDPBKJ_00010)

Protein/nucleic acid deglycase HchA (ADCDPBKJ_00011)

NADPH-dependent curcumin reductase (ADCDPBKJ_00012)

HTH-type transcriptional regulator BetI (ADCDPBKJ_00013)

14

ABC-type heme transporter (VF0739) (ADCDPBKJ_00015)

putative multidrug ABC transporter permease YbhS (ADCDPBKJ_00016)

AdeFGH efflux pump (VF0504) (ADCDPBKJ_00017)

Transcriptional regulatory protein OmpR (ADCDPBKJ_00018)

192021
22

23

24

N-ethylmaleimide reductase (ADCDPBKJ_00025)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (ADCDPBKJ_00026)

Inner membrane protein YjdF (ADCDPBKJ_00027)

7-carboxy-7-deazaguanine synthase (ADCDPBKJ_00029)

29

Transcriptional regulator SlyA (ADCDPBKJ_00031)

p-hydroxybenzoic acid efflux pump subunit AaeB (ADCDPBKJ_00032)

Protein AaeX (ADCDPBKJ_00033)

p-hydroxybenzoic acid efflux pump subunit AaeA (ADCDPBKJ_00034)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (ADCDPBKJ_00035)

35

Acetolactate synthase large subunit (ADCDPBKJ_00037)

37

Michele_2A_hits_grouped (ADCDPBKJ_00039)

Transcriptional repressor IclR (ADCDPBKJ_00040)

40

High-affinity branched-chain amino acid transport system permease protein LivH (ADCDPBKJ_00042)

Vitamin B12 import ATP-binding protein BtuD (ADCDPBKJ_00043)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (ADCDPBKJ_00044)

Glutamyl-tRNA(Gln) amidotransferase subunit A (ADCDPBKJ_00045)

Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase (ADCDPBKJ_00046)

2-iminobutanoate/2-iminopropanoate deaminase (ADCDPBKJ_00047)

Putative reactive intermediate deaminase TdcF (ADCDPBKJ_00048)

NAD/NADP-dependent betaine aldehyde dehydrogenase (ADCDPBKJ_00049)
CRP-like cAMP-activated global transcriptional regulator (ADCDPBKJ_00050)

50

Lysine-specific permease (ADCDPBKJ_00052)

PDC-S02_WP_014408698.1 (ADCDPBKJ_00053)

53
Protein ImuB (ADCDPBKJ_00055)

Error-prone DNA polymerase (ADCDPBKJ_00056)

56

HTH-type transcriptional regulator MetR (ADCDPBKJ_00058)

FbpABC (VF0272) (ADCDPBKJ_00059)

Inner membrane amino-acid ABC transporter permease protein YhdY (ADCDPBKJ_00060)

Glutamate/aspartate import permease protein GltJ (ADCDPBKJ_00061)

PEB1 (VF0327) (ADCDPBKJ_00062)

Michele_1B_hits_grouped (ADCDPBKJ_00063)

4-carboxy-4-hydroxy-2-oxoadipate aldolase (ADCDPBKJ_00064)

IMGPR_plasmid_3300045250_000148: 213,132-274,404 (+)

4-carboxy-4-hydroxy-2-oxoadipate aldolase (DEPJOKBI_00188)

Michele_1B_hits_grouped (DEPJOKBI_00189)

PEB1 (VF0327) (DEPJOKBI_00190)

Glutamate/aspartate import permease protein GltJ (DEPJOKBI_00191)

Inner membrane amino-acid ABC transporter permease protein YhdY (DEPJOKBI_00192)

FbpABC (VF0272) (DEPJOKBI_00193)

HTH-type transcriptional regulator MetR (DEPJOKBI_00194)

194

Error-prone DNA polymerase (DEPJOKBI_00196)

Protein ImuB (DEPJOKBI_00197)
197

PDC-S02_WP_014408698.1 (DEPJOKBI_00199)

Lysine-specific permease (DEPJOKBI_00200)

200

CRP-like cAMP-activated global transcriptional regulator (DEPJOKBI_00202)
NAD/NADP-dependent betaine aldehyde dehydrogenase (DEPJOKBI_00203)

Putative reactive intermediate deaminase TdcF (DEPJOKBI_00204)
2-iminobutanoate/2-iminopropanoate deaminase (DEPJOKBI_00205)

Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase (DEPJOKBI_00206)

Glutamyl-tRNA(Gln) amidotransferase subunit A (DEPJOKBI_00207)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (DEPJOKBI_00208)

Vitamin B12 import ATP-binding protein BtuD (DEPJOKBI_00209)

High-affinity branched-chain amino acid transport system permease protein LivH (DEPJOKBI_00210)

210

Transcriptional repressor IclR (DEPJOKBI_00212)

Michele_2A_hits_grouped (DEPJOKBI_00213)

213

Acetolactate synthase large subunit (DEPJOKBI_00215)

215
216

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (DEPJOKBI_00218)

p-hydroxybenzoic acid efflux pump subunit AaeA (DEPJOKBI_00219)

Protein AaeX (DEPJOKBI_00220)

p-hydroxybenzoic acid efflux pump subunit AaeB (DEPJOKBI_00221)

Transcriptional regulator SlyA (DEPJOKBI_00222)

222

7-carboxy-7-deazaguanine synthase (DEPJOKBI_00224)

Inner membrane protein YjdF (DEPJOKBI_00226)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (DEPJOKBI_00227)

N-ethylmaleimide reductase (DEPJOKBI_00228)

227

228
229

230
231

232

Transcriptional regulatory protein OmpR (DEPJOKBI_00235)

AdeFGH efflux pump (VF0504) (DEPJOKBI_00236)

putative multidrug ABC transporter permease YbhS (DEPJOKBI_00237)

ABC-type heme transporter (VF0739) (DEPJOKBI_00238)

237

HTH-type transcriptional regulator BetI (DEPJOKBI_00240)

NADPH-dependent curcumin reductase (DEPJOKBI_00241)

Protein/nucleic acid deglycase HchA (DEPJOKBI_00242)

Cyclic di-GMP phosphodiesterase (DEPJOKBI_00243)

IMGPR_plasmid_3300045198_000119: 213,132-303,616 (+)

4-carboxy-4-hydroxy-2-oxoadipate aldolase (JIDAOIIL_00188)

Michele_1B_hits_grouped (JIDAOIIL_00189)

PEB1 (VF0327) (JIDAOIIL_00190)

Glutamate/aspartate import permease protein GltJ (JIDAOIIL_00191)

Inner membrane amino-acid ABC transporter permease protein YhdY (JIDAOIIL_00192)

FbpABC (VF0272) (JIDAOIIL_00193)

HTH-type transcriptional regulator MetR (JIDAOIIL_00194)

194

Error-prone DNA polymerase (JIDAOIIL_00196)

Protein ImuB (JIDAOIIL_00197)
197

PDC-S02_WP_014408698.1 (JIDAOIIL_00199)

Lysine-specific permease (JIDAOIIL_00200)

200

CRP-like cAMP-activated global transcriptional regulator (JIDAOIIL_00202)

NAD/NADP-dependent betaine aldehyde dehydrogenase (JIDAOIIL_00203)

Putative reactive intermediate deaminase TdcF (JIDAOIIL_00204)
2-iminobutanoate/2-iminopropanoate deaminase (JIDAOIIL_00205)

Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase (JIDAOIIL_00206)

Glutamyl-tRNA(Gln) amidotransferase subunit A (JIDAOIIL_00207)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (JIDAOIIL_00208)

Vitamin B12 import ATP-binding protein BtuD (JIDAOIIL_00209)

High-affinity branched-chain amino acid transport system permease protein LivH (JIDAOIIL_00210)

210

Transcriptional repressor IclR (JIDAOIIL_00212)
Michele_2A_hits_grouped (JIDAOIIL_00213)

213

Acetolactate synthase large subunit (JIDAOIIL_00215)

215

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (JIDAOIIL_00217)

p-hydroxybenzoic acid efflux pump subunit AaeA (JIDAOIIL_00218)

Protein AaeX (JIDAOIIL_00219)

p-hydroxybenzoic acid efflux pump subunit AaeB (JIDAOIIL_00220)

Transcriptional regulator SlyA (JIDAOIIL_00221)

221

7-carboxy-7-deazaguanine synthase (JIDAOIIL_00223)

Inner membrane protein YjdF (JIDAOIIL_00225)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (JIDAOIIL_00226)

N-ethylmaleimide reductase (JIDAOIIL_00227)

226

227
228

229
230

231

Transcriptional regulatory protein OmpR (JIDAOIIL_00234)

AdeFGH efflux pump (VF0504) (JIDAOIIL_00235)

putative multidrug ABC transporter permease YbhS (JIDAOIIL_00236)

ABC-type heme transporter (VF0739) (JIDAOIIL_00237)

236

HTH-type transcriptional regulator BetI (JIDAOIIL_00239)
NADPH-dependent curcumin reductase (JIDAOIIL_00240)

Protein/nucleic acid deglycase HchA (JIDAOIIL_00241)

Cyclic di-GMP phosphodiesterase (JIDAOIIL_00242)
Glycerol-3-phosphate dehydrogenase 2 (JIDAOIIL_00243)

Glycerol-3-phosphate regulon repressor (JIDAOIIL_00244)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (JIDAOIIL_00245)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (JIDAOIIL_00246)

L-arabinose transport system permease protein AraP (JIDAOIIL_00247)

Trehalose-recycling ABC transporter (VF0842) (JIDAOIIL_00248)

247
248

Hydrogen peroxide-inducible genes activator (JIDAOIIL_00251)

250

putative oxidoreductase YjmC (JIDAOIIL_00253)

252
253

254

Michele_2A_hits_grouped (JIDAOIIL_00257)

Trehalase (JIDAOIIL_00258)
FadE29 (VF0845) (JIDAOIIL_00259)

258
259

260

261

Leucine-responsive regulatory protein (JIDAOIIL_00264)

D-amino acid dehydrogenase 1 (JIDAOIIL_00265)

HTH-type transcriptional regulator BenM (JIDAOIIL_00266)

265

Acetyl-CoA:oxalate CoA-transferase (JIDAOIIL_00268)

267

IMGPR_plasmid_3300045154_000075: 29,460-120,024 (-)

Acetyl-CoA:oxalate CoA-transferase (OOONPADB_00031)

31

HTH-type transcriptional regulator BenM (OOONPADB_00033)

D-amino acid dehydrogenase 1 (OOONPADB_00034)

Leucine-responsive regulatory protein (OOONPADB_00035)

35

36
37

38

FadE29 (VF0845) (OOONPADB_00040)
Trehalase (OOONPADB_00041)

Michele_2A_hits_grouped (OOONPADB_00042)

42
43

44

putative oxidoreductase YjmC (OOONPADB_00046)

46

Hydrogen peroxide-inducible genes activator (OOONPADB_00048)

4849

Trehalose-recycling ABC transporter (VF0842) (OOONPADB_00051)

L-arabinose transport system permease protein AraP (OOONPADB_00052)

sn-glycerol-3-phosphate import ATP-binding protein UgpC (OOONPADB_00053)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (OOONPADB_00054)

Glycerol-3-phosphate regulon repressor (OOONPADB_00055)

Glycerol-3-phosphate dehydrogenase 2 (OOONPADB_00056)

Cyclic di-GMP phosphodiesterase (OOONPADB_00057)

Protein/nucleic acid deglycase HchA (OOONPADB_00058)

NADPH-dependent curcumin reductase (OOONPADB_00059)

HTH-type transcriptional regulator BetI (OOONPADB_00060)

60

ABC-type heme transporter (VF0739) (OOONPADB_00062)

putative multidrug ABC transporter permease YbhS (OOONPADB_00063)

AdeFGH efflux pump (VF0504) (OOONPADB_00064)

Transcriptional regulatory protein OmpR (OOONPADB_00065)

656667
68

69

70

N-ethylmaleimide reductase (OOONPADB_00072)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (OOONPADB_00073)

Inner membrane protein YjdF (OOONPADB_00074)

7-carboxy-7-deazaguanine synthase (OOONPADB_00076)

75

Transcriptional regulator SlyA (OOONPADB_00078)

p-hydroxybenzoic acid efflux pump subunit AaeB (OOONPADB_00079)

Protein AaeX (OOONPADB_00080)

p-hydroxybenzoic acid efflux pump subunit AaeA (OOONPADB_00081)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (OOONPADB_00082)

81

Acetolactate synthase large subunit (OOONPADB_00084)

83

Michele_2A_hits_grouped (OOONPADB_00086)

Transcriptional repressor IclR (OOONPADB_00087)

86

High-affinity branched-chain amino acid transport system permease protein LivH (OOONPADB_00089)

Vitamin B12 import ATP-binding protein BtuD (OOONPADB_00090)

High-affinity branched-chain amino acid transport ATP-binding protein LivF (OOONPADB_00091)

Glutamyl-tRNA(Gln) amidotransferase subunit A (OOONPADB_00092)

Manganese-dependent 2,3-dihydroxybiphenyl 1,2-dioxygenase (OOONPADB_00093)

2-iminobutanoate/2-iminopropanoate deaminase (OOONPADB_00094)

Putative reactive intermediate deaminase TdcF (OOONPADB_00095)

NAD/NADP-dependent betaine aldehyde dehydrogenase (OOONPADB_00096)
CRP-like cAMP-activated global transcriptional regulator (OOONPADB_00097)

96

Lysine-specific permease (OOONPADB_00099)

PDC-S02_WP_014408698.1 (OOONPADB_00100)

99
Protein ImuB (OOONPADB_00102)

Error-prone DNA polymerase (OOONPADB_00103)

102

HTH-type transcriptional regulator MetR (OOONPADB_00105)

FbpABC (VF0272) (OOONPADB_00106)

Inner membrane amino-acid ABC transporter permease protein YhdY (OOONPADB_00107)

Glutamate/aspartate import permease protein GltJ (OOONPADB_00108)

PEB1 (VF0327) (OOONPADB_00109)

Michele_1B_hits_grouped (OOONPADB_00110)

4-carboxy-4-hydroxy-2-oxoadipate aldolase (OOONPADB_00111)

IMGPR_plasmid_3300045164_000164: 31,770-39,779 (-)

Epoxide hydrolase A (DKNDLPPL_00032)
Aliphatic amidase regulator (DKNDLPPL_00036)
Aliphatic amidase expression-regulating protein (DKNDLPPL_00037)

IMGPR_plasmid_3300045688_000103: 207,780-215,789 (+)

Epoxide hydrolase A (ALIBBCFO_00180)

IMGPR_plasmid_3300047621_000127: 186,626-194,635 (+)

Epoxide hydrolase A (PBJDEDAB_00158)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


