Chromosome-partitioning ATPase Soj (BEOJBGIP_00065) Single-stranded DNA-binding protein (BEOJBGIP_00078)

Peptidoglycan-associated lipoprotein (BEOJBGIP_00057) Chromosome partition protein Smc (BEOJBGIP_00072)
Nucleoid occlusion protein (BEOJBGIP_00066) Druantia_ll__DruM (BEOJBGIP_00075) DNA-invertase hin (BEOJBGIP_00091)
DNA primase (BEOJBGIP_Ob063) Pld (VFO451) (BEOJBGIP_00076 89
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IMGPR _plasmid_3300005997_000018:43,488-70,219 (+)
Chromosome-partitioning ATPase Soj (MDMDFJMP_00064) Single-stranded DNA-binding protein (MDMDFJMP_00077)
Chromosome partition protein Smc (MDMDFJMP_00071)
Nucleoid occlusion protein (MDMDFJMP_00065) Druantia_ll__DruM (MDMDFJMP_00074)
DNA primase(MDMDFJMP:OOOéZ) Pld (VF0491) (MDMDFJMP_00075) 88
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IMGPR _plasmid_3300024973_000010:42,931-68,898 (+)
Chromosome-partitioning ATPase Soj (NBHIOFAA_00064)
Chromosome partition protein Smc (NBHIOFAA_00071)

Nucleoid occlusion protein (NBHIOFAA_00065) Druantia_ll__DruM (NBHIOFAA_00074)
DNA primase (NBHIOFAA_OOOéZ) Pld (VFO4§1) (NBHIOFAA_00075)
63 | 6667 68 69 70 7273 | 76
I —

IMGPR _plasmid_3300024981 000026:42,931-59,136 (+)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OCCEEENB_00084)
Chromosome-partitioning ATPase Soj (OCCEEENB_00072) NAD(P)H-quinone oxidoreductase subunit 2, chloroplastic (OCCEEENB_00087)

Nucleoid occlusion protein (OCCEEENB_00073) é Transcriptional activator protein NhaR (OCCEEENB_00088)
DNA primase (OCCEEENB,00070) 1S630 family transposase 151471 (OCCEEENB_00083)
68 69 71 | 747576 77 78 79 80 8182 | 85 86
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IMGPR_plasmid_3300023212_000002:48,641-73,661 (+)

DNA-binding protein HU (AJFAPDBE_00025)
28 27 26 T 23 22 Tn3 family transposase 151071 (AJFAPDBE_00019)

IMGPR_plasmid_2808606524_000001: 13,216-25,081 (-)
58 59

IMGPR_plasmid_2808606527_000001: 38,974-50,839 (+)
61 62

IMGPR_plasmid_2740892367_000001:43,363-51,992 (+)
76 75

IMGPR_plasmid_639633003_000002: 60,495-68,726 (-)
44

IMGPR_plasmid_3300024349_000007: 28,909-37,339 (+)
59

IMGPR_plasmid_3300028830_000020: 48,297-56,727 (-)
10 9

IMGPR_plasmid_3300038808_000012: 1,579-9,855 (-)
1

IMGPR_plasmid_3300005346_000002: 93-4,646 (-)
61

IMGPR_plasmid_3300027851_000229:45,688-49,976 (+)
k 10000 nt {
defence (DefenseFinder) virulence (VFDB)




