
IMGPR_plasmid_3300029425_000042: 8,961-17,357 (+)

11 12 13 14 15 16 17 18
RM_Type_II__Type_II_MTases_FAM_1 (DJGDFCNK_00019)

20

IMGPR_plasmid_3300029434_000054: 1,095-9,565 (-)

6

IMGPR_plasmid_3300029245_000045: 1,083-10,626 (-)

611

IMGPR_plasmid_3300045609_000034: 5,897-12,970 (+)

14

IMGPR_plasmid_3300029757_000030: 2,753-12,625 (-)

81213

IMGPR_plasmid_3300008737_000039: 768-8,135 (-)

38

IMGPR_plasmid_3300029495_000099: 8,603-15,970 (+)

12 14

IMGPR_plasmid_3300023720_000056: 8,356-15,308 (+)

15

IMGPR_plasmid_3300029245_000037: 99-6,532 (-)

1
Sortase B (VF0789) (ADKGOAML_00002)

6

IMGPR_plasmid_3300035657_000038: 773-6,887 (-)

1
Sortase B (VF0789) (GNJFPAIB_00002)

IMGPR_plasmid_3300029396_000044: 6,222-12,029 (+)

Sortase B (VF0789) (KMPGBDCP_00014) 15

IMGPR_plasmid_3300029378_000141: 463-6,864 (-)

1Sortase B (VF0789) (OEFPEIKP_00002)

IMGPR_plasmid_3300029794_000176: 9,517-16,068 (+)

Sortase B (VF0789) (HEONLPIE_00015) 16

IMGPR_plasmid_3300029253_000087: 13,027-20,267 (+)

18 Sortase B (VF0789) (FMKIIHJA_00021) 22

IMGPR_plasmid_3300014824_000057: 67-9,085 (-)

Retron_VI__HTH (APONHENL_00001)2
Sortase B (VF0789) (APONHENL_00003)

PDC-S01_WP_067088819.1 (APONHENL_00005)

IMGPR_plasmid_3300014807_000044: 7,440-16,027 (+)

Sortase B (VF0789) (PJBNJIOJ_00014) 15Retron_VI__HTH (PJBNJIOJ_00016)
HTH-type transcriptional activator RhaS (PJBNJIOJ_00017)

IMGPR_plasmid_3300030209_000014: 7,162-15,097 (+)

Sortase B (VF0789) (OPKEACDM_00014) 15
Retron_VI__HTH (OPKEACDM_00016)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (OPKEACDM_00017)

IMGPR_plasmid_3300029380_000064: 7,151-14,179 (+)

Sortase B (VF0789) (ODNAIBME_00015) 16

IMGPR_plasmid_3300035644_000020: 256-8,819 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (PAPHNNEM_00001)

2
Retron_VI__HTH (PAPHNNEM_00003)

4Sortase B (VF0789) (PAPHNNEM_00005)

IMGPR_plasmid_3300029519_000033: 145-9,867 (-)

MprAB (VF0298) (DGENKECC_00001)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (DGENKECC_00002)

3
Retron_VI__HTH (DGENKECC_00004)

5Sortase B (VF0789) (DGENKECC_00006)

IMGPR_plasmid_3300029718_000065: 129-12,069 (-)

1

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (EEIDLBHP_00002)

34
HTH-type transcriptional activator RhaS (EEIDLBHP_00005)

Retron_VI__HTH (EEIDLBHP_00006)7Sortase B (VF0789) (EEIDLBHP_00008)

IMGPR_plasmid_3300029612_000066: 32-11,313 (-)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (KANBILJP_00001)

23
HTH-type transcriptional activator RhaS (KANBILJP_00004)

Retron_VI__HTH (KANBILJP_00005)6Sortase B (VF0789) (KANBILJP_00007)

IMGPR_plasmid_3300008491_000064: 245-10,085 (-)

12
HTH-type transcriptional activator RhaS (FEOBHPIP_00003)

Retron_VI__HTH (FEOBHPIP_00004)5Sortase B (VF0789) (FEOBHPIP_00006)

IMGPR_plasmid_3300014799_000041: 10,485-20,137 (+)

12 Sortase B (VF0789) (MFICGMDD_00017) 18
Retron_VI__HTH (MFICGMDD_00019)

20

4000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


