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IMGPR_plasmid_3300029425_000042: 8,961-17,357 (+)

| i A
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MGPR_plasmid_3300023720_000056: 8,356-15,308 (+)
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MGPR _plasmid_3300035657_000038: 773-6,887 (-)
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IMGPR _plasmid_3300029396_000044: 6,222-12,029 (+)
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MGPR _plasmid_3300029794_000176:9,517-16,068 (+)
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MGPR _plasmid_3300029253_000087: 13,027-20,267 (+)
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IMGPR_plasmid_3300014824_000057: 67-9,085 (-)
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IMGPR_plasmid_3300014807_000044: 7,440-16,027 (+)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (OPKEACDM_00017)
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IMGPR_plasmid_3300030209_000014: 7,162-15,097 (+)
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IMGPR_plasmid_3300029380_000064: 7,151-14,179 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (PAPHNNEM_00001)
Retron_VI_HTH (PAPHNNEM_00003)
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IMGPR_plasmid_3300035644_000020: 256-8,819 (-)
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Retron_VI_HTH (DGENKECC_00004)
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IMGPR_plasmid_3300029519_000033: 145-9,867 (-)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (EEIDLBHP_00002)
HTH-type transcriptional activator RhaS (EEIDLBHP_00005)
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IMGPR_plasmid_3300029718_000065: 129-12,069 (-)
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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (KANBILJP_00001)
HTH-type transcriptional activator RhaS (KANBILJP_00004)
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IMGPR _plasmid_3300029612_000066: 32-11,313 (-)
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HTH-type transcriptional activator RhaS (FEOBHPIP_00003)
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IMGPR_plasmid_3300008491_000064: 245-10,085 (-)
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IMGPR_plasmid_3300014799_000041: 10,485-20,137 (+)
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