MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (JKFGIOCO_00031)
DNA primase (JKFGIOCO_00018) anti-CRISPR-Cas (AcrllA9) (JKFGIOCO_00027)
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IMGPR_plasmid_3300029331_000265: 12,869-22,087 (+)
anti-CRISPR-Cas (AcrllA9) (HNFHDMPG_00046)
40 44 45 47 48 Inner membrane protein RclC (HNFHDMPG_00049)
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IMGPR _plasmid_3300007300_000105:43,066-50,595 (+)
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IMGPR_plasmid_3300028975_000085: 44,946-50,347 (+)
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IMGPR_plasmid_2938037555_000010: 1,550-6,951 (-)
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IMGPR _plasmid_2938088584_000003: 46,483-54,160 (+)
anti-CRISPR-Cas (AcrlIA9) (BFNFEIBN_00003)
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IMGPR_plasmid_3300029406_000191: 1,084-7,633 (-)
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IMGPR_plasmid_3300029423_000240: 1,993-6,226 (-)
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IMGPR_plasmid_3300029603_000235: 424-5,400 (-)
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IMGPR_plasmid_3300029377_000412:19,530-24,497 (+)
10

IMGPR_plasmid_2576861538_000011:7,714-12,756 (-)
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IMGPR_plasmid_3300029445_000350: 13,640-19,350 (+)
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IMGPR_plasmid_2901778781_000008: 128-6,269 (-)

N
o
N
o
w
N
w
[0

IMGPR_plasmid_2916278816_000002: 22,702-30,609 (+)
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IMGPR_plasmid_3300029733_000292:235-8,151 (-)
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IMGPR_plasmid_3300029489_000383: 19,727-26,183 (+)
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IMGPR_plasmid_3300029473_000389: 4,368-10,824 (-)
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IMGPR_plasmid_3300029779_000234: 13,559-20,354 (+)
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IMGPR_plasmid_2513020025_000002: 20,901-28,396 (+)

i

IMGPR_plasmid_3300029376_000453:888-10,078 (-)
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IMGPR_plasmid_3300039371_000023: 24,777-31,963 (-)
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IMGPR _plasmid_2917745377_000001: 2,351-9,183 (-)
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IMGPR_plasmid_3300014788_000105: 12,019-19,123(-)
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IMGPR_plasmid_3300029794_000362:41,254-48,358 (+)
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IMGPR_plasmid_3300029324_000177:20,908-27,364 (+)
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IMGPR_plasmid_3300014951_000173: 3,744-10,200 (-)
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IMGPR_plasmid_2924009872_000007: 317-6,773 (-)
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IMGPR_plasmid_3300014565_000204: 12,273-18,729 (+)

w
~N

38

IMGPR_plasmid_3300029735_000103: 35,951-43,522 (+)
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IMGPR_plasmid_3300029012_000071: 20,705-28,415 (+)
retron_type_|_B1_atpase_toprim_cluster22_2 (DNDKBAEE_00010)
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IMGPR _plasmid_2602041666_000003: 2,354-10,760 (-)

retron_type_l_B1_atpase_toprim_cluster22_2 (KFCJEBPH_00030)
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IMGPR _plasmid_2681813066_000005: 27,281-35,687 (+)
retron_type_|_B1_atpase_toprim_cluster22_2 (AKBGEEKE_00017)
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IMGPR_plasmid_2901560734_000016: 7,256-15,927 (-)
retron_type_|_B1_atpase_toprim_cluster22_2 (NLKABBFF_00037)
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IMGPR_plasmid_2568526671_000004: 38,728-47,399 (+)
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IMGPR_plasmid_3300029479_000213:27,637-34,349 (+)
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IMGPR _plasmid_7000000708_000067:519-7,289 (-)
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IMGPR_plasmid_645951806_000003: 26,470-33,505 (+)
PDC-M43B_WP_020538822.1 (POKGKCGK_00041)

HamB1_00007 DEAD-box (POKGKCGK_00043)
40 42 \ 44 45 46

IMGPR_plasmid_3300035650_000034: 33,104-46,711 (+)
PDC-M43B_WP_020538822.1 (BNJKEKEA_00018)

HamB1_00007 DEAD-box (BNJKEKEA 00016)
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IMGPR_plasmid_3300029720_000261: 3,136-16,743 (-)
Tyrosine recombinase XerC (NNEPPLNL_00027)
Tyrosine recombinase XerC (NNEPPLNL_00028)
Tyrosine recombinase XerC (NNEPPLNL_00026) 29 31

IMGPR_plasmid_3300029934_000267: 22,058-31,390 (+)
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IMGPR_plasmid_3300029455_000083: 12,202-20,045 (+)
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IMGPR_plasmid_2854167260_000009: 23,030-30,870 (+)
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IMGPR_plasmid_3300007793_000234: 24,302-33,939 (+)
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IMGPR_plasmid_3300029613_.000311:2,749-11,190 (-)
Tyrosine recombinase XerD (NFHBBFKN_00036)
Tyrosine recombinase XerC (NFHBBFKN_00034)
33 Tyrosine recombinase XerC (NFHBBFKN_00035) 37 38
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IMGPR _plasmid_3300029643_000200: 34,579-46,115 (+)
RM_Type_ll_Type_ll_REase24 (JHCMNOCP_00028)
22 23
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IMGPR_plasmid_2854167260_000006: 15,895-23,479 (+)
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus)




