
IMGPR_plasmid_3300006258_000140: 1,342-4,889 (+)

1 2 3
anti-CRISPR-Cas (AcrIIA9) (ILBJNCKC_00004)

5 6 7

IMGPR_plasmid_3300006153_000055: 228-5,454 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (BILKAPLK_00001)
2

IMGPR_plasmid_2588254084_000012: 30-3,250 (+)

IS1380 family transposase IS942 (ENMFHBDK_00001)
2

IMGPR_plasmid_3300014955_000057: 1,145-5,243 (+)

PDC-M64C_WP_110053925.1 (KMBKFLHH_00001)
2

IMGPR_plasmid_7000000301_000037: 44,399-48,063 (-)

4950

IMGPR_plasmid_3300008346_000089: 136-3,800 (+)

1 2

IMGPR_plasmid_3300029081_000041: 1,060-4,361 (+)

1 2

IMGPR_plasmid_3300029395_000142: 20,880-24,181 (-)

3132

IMGPR_plasmid_3300029455_000083: 18,179-23,207 (-)

293031

IMGPR_plasmid_2938028206_000004: 21,066-25,972 (-)

3132
UDP-2,3-diacetamido-2,3-dideoxy-D-glucuronate 2-epimerase (NEGLMCPP_00033)

IMGPR_plasmid_3300014536_000086: 17,998-22,532 (-)

303132

IMGPR_plasmid_3300029324_000177: 25,498-32,391 (-)

34
3',5'-cyclic adenosine monophosphate phosphodiesterase CpdA (OLBOBMKI_00035)

36

IMGPR_plasmid_3300007793_000234: 31,455-34,514 (-)

323738

IMGPR_plasmid_2917745377_000001: 1,134-4,166 (+)

1 2

IMGPR_plasmid_648861002_000002: 996-4,270 (+)

1 2 5

IMGPR_plasmid_3300023290_000375: 16,178-19,451 (-)

2829

IMGPR_plasmid_3300029364_000293: 67-8,807 (+)

RM_Type_IIG__Type_IIG_2 (FIAJAPIL_00001)
MTase_II_00176 Type (FIAJAPIL_00002)

3 4

IMGPR_plasmid_3300006149_000043: 41,341-47,535 (-)

45tRNA-Asn(gtt)4647
PDC-S05_WP_228444512.1 (JCHBLGCB_00049)

IMGPR_plasmid_3300029613_000311: 1,598-4,963 (+)

1

IMGPR_plasmid_3300029779_000234: 18,539-24,009 (-)

30

IMGPR_plasmid_3300028967_000102: 417-3,756 (+)

3

IMGPR_plasmid_3300029331_000229: 24,525-27,855 (-)

35

IMGPR_plasmid_3300029452_000103: 342-3,883 (+)

3 7

IMGPR_plasmid_2588254071_000006: 666-3,664 (+)

1 2

IMGPR_plasmid_3300029791_000504: 1,069-4,047 (+)

1

IMGPR_plasmid_3300030126_000025: 26,413-31,537 (-)

35Tryptophanase 1 (DPIGBIKA_00036)

IMGPR_plasmid_3300014971_000131: 18,071-24,595 (-)

29303132
Putative teichuronic acid biosynthesis glycosyltransferase TuaH (FAELBOEC_00033)

IMGPR_plasmid_3300029934_000267: 29,524-38,780 (-)

39404142TonB-dependent receptor SusC (NNEPPLNL_00043)

IMGPR_plasmid_3300007990_000026: 27,034-32,831 (-)

3435
Sensor histidine kinase RcsC (JJDMEDFC_00036)

IMGPR_plasmid_3300029489_000383: 24,317-27,618 (-)

3233

IMGPR_plasmid_3300006479_000106: 335-5,985 (+)

1 2 3

IMGPR_plasmid_2513020025_000002: 26,533-31,476 (-)

353637

IMGPR_plasmid_3300029726_000376: 45,226-49,981 (-)

464748

IMGPR_plasmid_3300029852_000273: 600-5,125 (+)

1 2 3

IMGPR_plasmid_2602041666_000003: 1,657-4,630 (+)

1

IMGPR_plasmid_2681813066_000005: 33,411-36,384 (-)

39

IMGPR_plasmid_3300029473_000389: 934-6,234 (+)

Tyrosine recombinase XerC (DJHKDLJE_00003)
PDC-S05_WP_017455060.1 (DJHKDLJE_00004)

3 4

IMGPR_plasmid_3300029030_000157: 25,914-31,646 (-)

3435
Paris_II__AriA_AAA21___All_AAA21_ali (LLMOJKAE_00036)
Paris_II__AriB_DUF4435_II___AriB_DUF4435_II_ali (LLMOJKAE_00037)

IMGPR_plasmid_2788500270_000005: 39,990-46,669 (-)

39404142

IMGPR_plasmid_3300029006_000161: 999-6,688 (+)

1 2 3 4 5

IMGPR_plasmid_3300029065_000029: 33,076-36,619 (-)

363738

IMGPR_plasmid_3300029622_000348: 22,728-25,383 (-)

32

IMGPR_plasmid_3300031555_002595: 617-6,742 (+)

Ubiquinone biosynthesis O-methyltransferase, mitochondrial (JIBGIPJO_00001)
2 3

IMGPR_plasmid_3300029501_000075: 237-6,565 (+)

1
Transposon gamma-delta resolvase (PLCMIKND_00002)

3 4 5 6

IMGPR_plasmid_3300006742_000072: 28,758-36,278 (-)

36

Acylhomoserine lactone synthase (VF0907) (BCFHNPEE_00037)

dITP/XTP pyrophosphatase (BCFHNPEE_00038)
putative protein YjbR (BCFHNPEE_00039)

Bifunctional ligase/repressor BirA (BCFHNPEE_00040)

tRNA (guanosine(18)-2'-O)-methyltransferase (BCFHNPEE_00041)

IMGPR_plasmid_3300029447_000195: 34,895-42,889 (-)

44
PDC-S01_WP_099993690.1 (AHFOLDGK_00045)

46474849

IMGPR_plasmid_7000000039_000051: 27,031-32,880 (-)

363738

IMGPR_plasmid_3300014025_000093: 15,151-24,050 (-)

2627
Glyoxal reductase (OKFOMKFC_00028)
Putative fluoride ion transporter CrcB (OKFOMKFC_00029)

IMGPR_plasmid_3300029425_000229: 199-8,050 (+)

1 2 3 4 5 6 7

IMGPR_plasmid_3300012016_000148: 27,392-35,987 (-)

35363738394041

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (JDKIHMPO_00042)
Adaptive-response sensory-kinase SasA (JDKIHMPO_00043)

IMGPR_plasmid_3300029790_000345: 174-13,546 (+)

1
putative amino-acid metabolite efflux pump (LNNALLEC_00002)

Leucine--tRNA ligase (LNNALLEC_00003) 4
dITP/XTP pyrophosphatase (LNNALLEC_00005)

Quinolinate synthase A (LNNALLEC_00006)

NshR_TsnR-NCBIFAM NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (LNNALLEC_00007)

8

IMGPR_plasmid_3300029328_000249: 26,791-40,444 (-)

35

NshR_TsnR-NCBIFAM NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (KFDAHNLD_00036)

37
Quinolinate synthase A (KFDAHNLD_00038)

dITP/XTP pyrophosphatase (KFDAHNLD_00039)

40Leucine--tRNA ligase (KFDAHNLD_00041)
putative amino-acid metabolite efflux pump (KFDAHNLD_00042)

4344

IMGPR_plasmid_3300007996_000068: 28,759-42,525 (-)

36373839
DNA mismatch repair protein MutS (IEJHOBLP_00040)

414243444546

IMGPR_plasmid_3300029368_000108: 1,255-5,948 (+)

6 9 10 11

IMGPR_plasmid_2916278816_000002: 25,675-30,874 (-)

28293435

5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


