NEase_l1_00006 Type (DKMHIAME_00005)
REase_l1_00145 Type (DKMHIAME_00006)

RM_Type_ll__Type_I|_REase06 (DKMHIAM E_00003)
1 2 DrmMI1_00005 DrmMII (DKMHIAME_00004) DruM2_00003 DNA (DKMHIAME_00007)

I |
IMGPR _plasmid_3300029355_000233: 313-6,340 (+)
17 16
IMGPR_plasmid_3300029855_000261:8,510-14,537 (-)
PDC-M59B_WP_004346377.1 (CLDGDEKP_00024)

[ 2822

e
mPRJ;)\asm‘\d733000294207000255: 14,767-21,129 (-)

Ribosomal RNA small subunit methyltransferase | (NPNEADHL_00001)
2 3

I

IMGPR_plasmid_3300014771_000189: 4-6,922 (+)
1

|
IMGPR_plasmid_3300029791_000362: 158-5,795 (+)
18

I
IMGPR_plasmid_3300029343.000422: 11,040-16,677 (-

1 2 3 RM_Type_ll_Type Il_REase06 (DEIEMFCC_00004) 9

@G-@aamme i e d

IMGPR_plasmid_3300029696_000263: 60-6,270 (+)

1
I
IMGPR _plasmid_3300029776_000277:97-5,830 (+)
16
|
IMGPR_plasmid_3300029380_000509: 8,006-13,739 (-)
16
L~ ——————————~— 2SS s ———
IMGPR_plasmid_3300029709_000291:8,461-14,251 (-)
1
e
IMGPR_plasmid_3300029357_000310: 658-6,584 (+)
DNA topoisomerase 3 (BEFGAOGJ_00019)
18
|
IMGPR_plasmid_3300029770_000219: 9,975-18,003 (-)
1
I
IMGPR_plasmid_3300029618_000256: 289-5,938 (+)
1
I
IMGPR _plasmid_3300029445_000386: 603-6,252 (+)
16
1 —
IMGPR _plasmid_3300029435_000323: 9,232-14,881 (-)
17 16
1
IMGPR_plasmid_3300029874_000240: 8,543-14,529 (-)

Erm32-NCBIFAM 23S rRNA (guanine(748)-N(1))-methyltransferase Erm(32) (NFO00133.1) (PBNHFPJP_00020)
19 15256 family transposase ISCth4 (PBNHFPJP_00018)

—— e R —
IMGPR_plasmid_3300029023_000117:11,233-19,551 (-)
1

(UK G O G G

IMGPR_plasmid_3300029434_000457: 93-4,189 (+)
Lysophospholipase L2 (MENHGCBP_00017)
FbpABC (VF0272) (MENHGCBP_00020)
19 18 16

- — . D [ LK K |

I
IMGPR_plasmid_3300029376_000337:7,476-18,516 (-)
MTase_II_00072 Type (HNHIPFEG_00015)
16 10

I e e ————————
IMGPR_plasmid_3300003146_000156:8,024-14,763 (-)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (NODJFIHJ_00003)

Amino-acid carrier protein AlsT (NODJFIHJ_00002)
1 \ 4 5 6 7 8

{ H A - a A HTD-DX { K K |

IMGPR_plasmid_3300029323 000137:15-17,068 (+)

DNA-directed RNA polymerase subunit beta' (LHGOMKIM_00015)
e |

IMGPR _plasmid_3300029581 000153:10,455-18,148 (-)

} 6000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




