34 35 36 37 38 39 40 41 42 43 44 1 2 ShosTA__ShosT (KHNKMHBI_00003)

X K EEHT-GH

IMGPR_plasmid_3300053491_047166:27,516-37,236 (+); 1-2,047 (+)
16 11

DX K c—-GaH

IMGPR_plasmid_3300053491_052048: 2,658-14,262 (-)
15 14 9

EXKHX K c—3a

IMGPR_plasmid_3300029905_000013:2,014-13,777 (-)

15

IMGPR_plasmid_3300053491_038759:7,851-21,115 (+)
33 28

IMGPR_plasmid_3300053491_038762: 15,074-28,339 (-)
12 5

K &Ed——- —< HD

3 2 RM_Type_lIG_Type_lIG_1 (AAELFPLN_00001)

H——EBLE

DS G G

IMGPR_plasmid_3300029238_.000031:161-12,092 (-)

( O

IMGPR_plasmid_3300029450_000031: 70-9,986 (-)

)

3 2 Restriction enzyme Bgcl subunit alpha (OIOJAHIN_00001)

HO— OB

3 2 Restriction enzyme Bgcl subunit alpha (GMBICABE_00001)

HE— DD

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (PFGPEEBP_00001)
ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NFO33387.1) (PFGPEEBP_00005)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (PFGPEEBP,O‘OOO4)
bla_class_D_main-NCBIFAM class D beta-lactamase (NF012161.0) (PFGPEEBP_dOOO3)
151380 family transposase 15613 (PFGPEEBP_(\SOOOé)

9 8 7

1

IMGPR_plasmid_3300007313_000011:42-8,947 (-)

)

IMGPR_plasmid_3300030319_000047:75-8,662 (-)

2

( O —

IMGPR_plasmid_3300029462_000020: 92-13,980 (-)

Tyrosine recombinase XerC (BLOMFCAM_00041)
40 39

IMGPR_plasmid_3300000292_000019:25,995-37,571(-)
k 5000 nt {
defence (DefenseFinder) AMR (AMRFinderPlus)




