putative FMN/FAD exporter YeeO (EPECGDFI_00002)
putative FMN/FAD exporter YeeO (EPECGDFI_00003)
Yersiniabactin (VF0136) (EPECGDFI_00006)
Prophage integrase IntS (EPECGDFI_OGOOS) ABC transporter (VF0818) (EPECGDFI_00008)
‘ tRNA-Asn(gtt) Yht (VF0564) (EPECGDFI_00007) ABC transporter (VF0818) (EPECGDFI_00009)

[} s
IMGPR_plasmid_2565956607_000011:476-10,013 (+)

HTH-type transcriptional regulator cbl (MOHBOJMF_00001)
HTH-type transcriptional regulator GItC (MOHBOJMF_00002)
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IMGPR _plasmid_2675903621 000011:61-9,747 (+)
Protein MtfA (NGKDIHLB_00003)
OmpD (VF0969) (NGKBIHLB_OOOOl)
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IMGPR_plasmid_2698536442_000003: 101-10,489 (+)
Protein MtfA (ICEPFHKA_00040)

OmpD (VF0969) (ICEPFHKA_00042)

T ——
s
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IMGPR _plasmid_2713897167_000004: 43,664-54,052 (-)

Protein MtfA (MBOAENKK_00040)
OmpD (VF0969) (MBOAENKK_00042) Iron import ATP-binding/permease protein IrtA (MBOAENKK_00035)
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IMGPR _plasmid_2713897163_000007:43,662-54,010 (-)

putative inner membrane transporter YedA (HINPDEIL_00051)
Inner membrane protein YedR (HINPDEIL_00047)
NEase_l1_00006 Type (HINPDEIL_00050)
L putative protein YedJ (HINPDEIL_00048)
M

ase_l_00147 Type (HINPDEIL.00049) Protein MtfA (HINPDEIL_00044)
50 | \ | OmpD (VF0969) (HINPDEIL 00046)
| ——————————— I L L 1

IMGPR_plasmid_2681813307_000016:47,834-63,578 (-)
putative transcriptional regulatory protein YeeN (LMACPOOJ_00003)
Fosfomycin resistance protein AbaF (LMACPOOJ_00001)
AMP nucleosidase (LMAC POOJ,OOO‘OZ) putative FMN/FAD exporter YeeO (LMACPOOJ_00005)
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IMGPR_plasmid_2703718852_000005: 975-15,070 (+)

putative transcriptional regulatory protein YeeN (JEKKPGMJ_00054)
1S3 family transposase ISEam1 (JEKKPGMJ_00058)
Fosfomycin resistance protein AbaF (JEKKPGMJ_00056,

54 AMP nucleosidase (JEKKPGMJ_00055) putative FMN/FAD exporter YeeO (JEKKPGMJ_00052)
a@a- H —1—K HH — K § K

IMGPR _plasmid_2734482770_000014: 61,977-77,334 (-)
putative transcriptional regulatory protein YeeN (KPKIEFLK_00003)
AMP nucleosidase (KPKIEFLK_00002)
1 ‘ putative FMN/FAD exporter YeeO (KPKIEFLK_00005)
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IMGPR _plasmid_2568526100_000012: 71-13,376 (+)

putative transcriptional regulatory protein YeeN (FBGNEPII_00057)
HTH-type transcriptional regulator cbl (FBGNEPII_00053)
putative FMN/FAD exporter YeeO (FBGNEBII_OOOSS)
AMP nucleosidase (FBGNEPI 1_.00058) \ HTH-type transcriptional regulator GItC (FBGNEPII_00052)
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IMGPR_plasmid_2690315994_000007:61,037-76,121 (-)

putative transcriptional regulatory protein YeeN (BGMPMDJJ_00002)
HTH-type transcriptional regulator cbl (BGMPMDJJ_00006)
putative FMN/FAD exporter YeeO (BGMPM5]J_OOOO4)
AMP nucleosidase (BGM PMDJJ_OOOOl) \ HTH-type transcriptional regulator GItC (BGMPMDJJ_00007)

L] | ] [ ] N
IMGPR_plasmid_2548876700_000004: 126-15,210 (+)
putative transcriptional regulatory protein YeeN (ONDFLFKH_00004)

Fosfomycin resistance protein AbaF (ONDFLFKH_00002) HTH-type transcriptional regulator GItC (ONDFLFKH_00009)
putative FMN/FAD exporter YeeO (ONDFLFKH_00006)
1 AMP nucleosidase (ONDFLFKH_00003)  HTH-type transcriptional regulator cbl (ONDFLFKH_00008)
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IMGPR _plasmid_2693429518_000005:407-18,276 (+)

1S1 family transposase IS1R (PIFOAMMP_00001)
putative FMN/FAD exporter YeeO (PIFOAMMP_00003)
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IMGPR _plasmid_2579779002_000008: 61-10,562 (+)
1S1 family transposase IS1R (PGHJMIMD_00001)
putative FMN/FAD exporter YeeO (PGHJMIMD_00003)
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IMGPR_plasmid_2579778993_000005: 55-10,556 (+)

Phosphoribosyl-AMP cyclohydrolase (KIGFHDAK_00001)
ﬂuptake regulation protein (KIGFHDAK_00002)

Vitamin B12-binding protein (KIGFHDAK_00004)
ABC transporter (VF0741) (KIGFHDAK_00003)
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IMGPR _plasmid_2617271131_000009: 1,060-12,439 (+)
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IMGPR _plasmid_2671180589_000007: 55,472-63,260 (-)
Prophage integrase IntA (GPFONOEJ_00001)
e
IMGPR_plasmid_2700989592_000010: 11-7,835 (+)
Prophage integrase IntA (OABPJAGN_00036)
e
IMGPR_plasmid_2700989569_000001:42,937-51,019 (-)
1
|
IMGPR_plasmid_2731957630_000010:44-7,784 (+)
43
e
IMGPR _plasmid_2617271288_000002: 55,541-63,263 (-)
HTH-type transcriptional regulator PgrR (AFCPJBJP_00046)

pRiS-LLCLCLE

DrmD_00013 DrmD (AFCPJBJP_00052) putative L,D-transpeptidase ErfK/SrfK (AFCPJBJP_00045)
Protein MtfA (AFCPJBJP_00049) HTH-type transcriptional regulator cbl (AFCPJBJP_00044)
51 50 48  RutC family protein YjgH (AFCPJBJP_00047) \ HTH-type transcriptional regulator ArgP (AFCPJBJP_00043)
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IMGPR _plasmid_2671181120_000010: 50.2‘91-68,717 ()

k 7000 nt {
defence (PADLOC) virulence (VFDB) tRNA
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