Tyrosine recombinase XerC (AIKJLAHP_00047)
44 45 46 48 495051 52 53 54 5556 57 58 59 60 61 6263 1

IMGPR_plasmid_3300053491_059315:39,588-53,275 (+); 1-4,273 (+)
10 9 8

IMGPR_plasmid_3300053491_060744: 946-14,680 (-)
33 32 3029

IMGPR_plasmid_3300053491_056786:26,138-36,874 (-)
47 48
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IMGPR_plasmid_3300053491_058336:40,228-51,327 (+)
47

IMGPR_plasmid_3300053491_057206: 40,450-50,430 (+)

gt

IMGPR_plasmid_3300029130_000042: 35,985-45,965 (-)
Protein VirD4 (AMBIEDLC_00023) 26 27
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IMGPR_plasmid_3300053491_057005: 14,910-26,787 (+)
48 49

IMGPR_plasmid_3300053491_055314:40,258-50,634 (+)
48 49 51

IMGPR_plasmid_3300053491_056336:40,295-50,772 (+)
1514

IMGPR_plasmid_3300053491_057002: 7,048-17,129 (-)

N
w

IMGPR_plasmid_3300053491_058771:15,612-25,648 (-)
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w

13 12

IMGPR_plasmid_3300053491_058768:7,235-18,232 (-)
30 313233 34 35

IMGPR_plasmid_3300053491_060492: 24,760-37,628 (+)
48 495051 52 53

IMGPR_plasmid_3300053491 057407:40,028-51,757 (+)
1S110 family transposase ISDha10 (ABCHNMJF_00008)
MTase_|1_00030 Type (ABCHNMJF_00007) 15110 family transposase ISEnfa110 (ABCHNMJF_00061)
Protein VirD4 (ABCHNMJF_00011) \ 65 60

IMGPR _plasmid_3300023490_000051: 1-12,851 (-); 54,068-58,171 (-)
1S110 family transposase ISDha10 (BGENNGLP_00008)
MTase_lI_00030 Type (BGENNGLP_00007)
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MTase_II_00030 Type (JMCCEKKK_00013)
12 1110
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MTase_II_00030 Type (NMFIKKCL 00054)
55 5657

IMGPR plasmid_3300029422 000049: 44,500-55,509 (+); 1-3,567 (+)
MTase_I1_00030 Type (LNGNEGEO_00017)
16 1514

IMGPR_plasmid_3300029330_000050: 5,672-19,998 (-)
MTase_II_00030 Type (BDLCPBMC_00028)
27 2625

E#

IMGPR_plasmid_3300053491_061430: 15,305-28,186 (-)
MTase_II_00030 Type (FFJODAGB_00023)
24 2526

i#

IMGPR_plasmid_3300029099_000031: 13,436-26,317 (+)
MTase_lI_00030 Type (LIHJLFPD_00039)
38 3736

E#

IMGPR _plasmid_3300010260_000028: 28,804-40,220 (-)
MTase_l1_00030 Type (LALLCKEN_00050)
49 4847

IMGPR _plasmid_3300029339_000063: 37,987-51,870 (-)
MTase_Il_00030 Type (KMDCOBAJ_00040)
39 3837

!#

IMGPR _plasmid_3300053491_056567: 29,736-42,206 (-)
MTase_Il_00030 Type (HBFBNHDE_00030)
31 3233

!ﬁ

IMGPR_plasmid_3300008622_000045: 25,665-37,662 (+)
0 35 3433

IN

IMGPR _plasmid_3300053491_057003: 26,200-35,715 (-)
15110 family transposase ISCsa4 (NNPEEKIC_00001)
62

IMGPR_plasmid_3300029257_000028: 1-7,280 (-); 49,509-56,081 (-)
48 49

IMGPR_plasmid_3300030447_000026: 37,009-48,964 (+)
19 18 17

IMGPR_plasmid_3300053491 052931:7,180-19,541 (-)
46 47 48

IMGPR_plasmid_3300053491_052361:35,808-48,169 (+)

IMGPR_plasmid_3300053491_055803:27,628-39,002 (-)

IMGPR_plasmid_3300053491_055312:45,773-53,627 (+); 1-3,527 (+)
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IMGPR_plasmid_3300053491 055804: 1-3,233 (-); 46,459-54,991 (-)
38 37

IMGPR_plasmid_3300053491_057001:27,897-39.891 (-)
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IMGPR_plasmid_3300029679_000029: 11,070-22,978 (+)
13

-
N

11

IMGPR_plasmid_3300053491_059695: 1,326-13,669 (-)

IMGPR _plasmid_3300053491 054350: 6,901-18,243 (-)
1S110 family transposase ISCsa4 (LEKDHFLL_00061)

60 1
IMGPR_plasmid_3300053491_056083:47,871-55,059 (+); 1-6,159 (+)
10 11 1213

IMGPR_plasmid_3300029544_000027: 3,541-15,617 (+)
14 13 1211

IMGPR_plasmid_3300053491_054137: 1,000-13,075 (-)
50 5152 53 54

IMGPR_plasmid_3300053491_049288:40,614-53,337 (+)
60 61 62 63 64

IMGPR_plasmid_3300053491_057854:45,814-55,093 (+); 1-3,520 (+)
20 19 18 17 16

IMGPR_plasmid_3300053491_052930: 7,230-20,017 (-
49

IMGPR_plasmid_3300029133_000059: 35,670-46,749 (-)

IMGPR_plasmid_3300053491_054587:41,739-52,815 (+)
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IMGPR plasmid 3300053491 052928: 12,968-24,039 (-)
5253

IMGPR_plasmid_3300053491_057406:42,418-53,639 (+)
1211

IMGPR_plasmid_3300029768_000043: 805-12,026 ()
PD-Lambda-5_B_WP_192916452.1 (CNGPJAIJ_00050)
46 48
T47 749 | MTase_ll_00030 Type (CNGPJAIJ_00051)

- —
IMGPR _plasmid_3300053491_056788: 35,681-48,368 (+)

15 13
T 14 T 12 MTase_I1.00030 Type (BKODMOME _00011)

IMGPR_plasmid_3300053491_053494: 1,043-13,728 (-)
50 5152 53 54

IMGPR_plasmid_3300053491_059689:41,786-54,501 (+)
14 13 12 11109

IMGPR_plasmid_3300029840_000070: 492-11,964 (-)
12 1110 9 8 7

IMGPR_plasmid_3300053491_057197:571-13,419 (-)
37 3635 34 33

IMGPR_plasmid_3300023484_000026: 19,382-31,690 (-)
48 4950 51 5253

IMGPR_plasmid_3300053491_055805:40,884-53,417 (+)
45 46 47 48 49 50 5152 53 5455

IMGPR _plasmid_3300053491_053800: 35,164-54,238 (+)
6 54 3 2 1 67 66 65 64 636261

IMGPR_plasmid_3300053491_052038: 1-9,330 (-); 49,089-58,274 ()
25
27 26| 24

IMGPR_plasmid_3300029013_000018: 13,657-24,249 (-)
30 31 32 33 3435

IMGPR_plasmid_3300053491 055069: 24,437-38,636 (+)
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IMGPR_plasmid_3300029571_000036:4,018-11,586 (-)
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IMGPR_plasmid_3300029618_000031:46,121-53,164 (+)
7000 nt 1

defence (PADLOC)



