
IMGPR_plasmid_3300008626_000089: 33-5,111 (+)

1 2
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF012155.1) (IDGFHFKD_00003)

4 5 6

IMGPR_plasmid_3300013946_000112: 8,778-15,998 (-)

15

IMGPR_plasmid_3300029038_000067: 8,394-14,585 (-)

16

IMGPR_plasmid_3300029021_000173: 54-4,829 (+)

1

IMGPR_plasmid_2905409758_000014: 31-4,923 (+)

1

IMGPR_plasmid_3300029530_000169: 318-7,799 (+)

1
HEase_00017 homing (BCGOEEOF_00002)

3

IMGPR_plasmid_3300038728_000086: 6,815-11,769 (-)

14
Lipid A export ATP-binding/permease protein MsbA (DMFGKJNG_00015)

IMGPR_plasmid_3300029681_000166: 292-6,376 (+)

Sortase A (VF0788) (JJHIKBOB_00001)
2

IMGPR_plasmid_2537561611_000005: 2-6,715 (+)

1 2

IMGPR_plasmid_3300004859_000030: 138-5,996 (+)

1 2

IMGPR_plasmid_3300014770_000058: 42-6,298 (+)

AbiEi_WP_014757546.1 AbiEi (KOPJKHCF_00001)

2
DS-15__DS-15A (KOPJKHCF_00003)

4

IMGPR_plasmid_3300005460_000302: 10,051-15,522 (-)

14
DS-15__DS-15A (DAHHKOPD_00015)

IMGPR_plasmid_3300035656_000232: 6,908-14,006 (-)

131415

IMGPR_plasmid_3300008513_000099: 34-6,316 (+)

Hemolysin III homolog (VF0656) (NHFOIHCL_00001)
2 3

IMGPR_plasmid_3300029722_000085: 707-6,975 (+)

1 2 3

IMGPR_plasmid_3300043957_000266: 8,329-14,286 (-)

15
PDC-S02_WP_151674975.1 (BEMEMCLA_00016)

17

IMGPR_plasmid_3300035365_000048: 102-7,245 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (IJBANLBO_00001)
2 Azaca__ZacC (IJBANLBO_00003)

IMGPR_plasmid_3300014533_000101: 6,721-19,665 (-)

13141516

IMGPR_plasmid_2671180725_000004: 9-6,849 (+)

1 2 3 4

IMGPR_plasmid_3300014935_000117: 7,623-21,212 (-)

13
DNA topoisomerase 3 (IDELKCHK_00014)

1516

IMGPR_plasmid_3300013752_000111: 6,967-19,935 (-)

1314151617

IMGPR_plasmid_3300029729_000055: 76-10,787 (+)

1
RM__Type_I_REases_FAM_1.einsi_trimmed (NCNDIGJK_00002)

Azaca__ZacA (NCNDIGJK_00003)

Azaca__ZacB (NCNDIGJK_00004)

5

IMGPR_plasmid_3300014972_000046: 5,302-19,807 (-)

Azaca__ZacC (BNIACAMG_00012)Azaca__ZacB (BNIACAMG_00013)
Azaca__ZacA (BNIACAMG_00014)

RM__Type_I_REases_FAM_1.einsi_trimmed (BNIACAMG_00015)
Specificity_I_00022 Type (BNIACAMG_00016)

IMGPR_plasmid_3300029060_000249: 3,402-12,503 (-)

567
IS3 family transposase ISStrsp1 (NNJNBPDC_00010)

IS3 family transposase ISStrsp1 (NNJNBPDC_00011)

IMGPR_plasmid_3300029358_000257: 50-10,952 (+)

1 2 3 4 5

IMGPR_plasmid_3300029789_000248: 185-6,874 (+)

1 2 3 4 5

IMGPR_plasmid_2871010323_000011: 374-9,288 (+)

retron_type_VI_hth_cluster2_1 (NBLOCAIH_00001)

2
capH (NBLOCAIH_00003)

4 DinG CAS-IV-A; (NBLOCAIH_00005)

IMGPR_plasmid_3300029906_000205: 7,516-13,826 (-)

1415161718

IMGPR_plasmid_3300007966_000049: 7,516-17,752 (-)

1415
Sortase B (VF0789) (NKHNJBGH_00016)
171819

IMGPR_plasmid_3300008125_000067: 7,595-15,944 (-)

1415
Sortase B (VF0789) (LBOBCMED_00016)
1718

5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


