vanR-O-NCBIFAM vancomycin resistance response regulator transcription factor VanR-O (NF033118.1) (EJFAHLKN_00062)
Adaptive-response sensory- kinase SasA (EJFAHLKN_00061)
Unaecaprenyl dlphosphatase BcrC (EJFAHLKN_00066)

Conjugal transfer protein TraG (EJFAHLKN_00051) Dihydrolipoyl! dehydrogenase (EJFAHLKN_00057) ‘ putatlve endoribonuclease MazF (EJFAHLKN_00071)
Protein TraD (EJFAHLKN 00054) 1S91 family transposase ISPps1 (EJFAHLKN_00058) 1S3 family tranéposase 1SCte2 (EJ FAI—W.KN_OOOéB)
DNA top0|somerase 3(EJ FAHLKN _00053) Tn3 family transposase 1S1071 (EJFAHLKN 00056) DNA-invertase hin (EJFAHLKN_00070)

Protein Tral 52 DNA primase TraC (EJFAHLKN_00055) | | 59 60 ‘ 6364 65 | 67 | 69 | | 7273 74 75767778 79

| O D

IMGPR_plasmid_2751185765_000001: 38,535-67,766 (+)
6 5 1

IMGPR _plasmid_2645727853 000001: 12-8,763 (-)
mRNA interferase toxin YafQ (NJJENBHC_00032)
DNA-invertase hin (NJJENBHC_00033)
| T 34 35

IMGPR_plasmid_2663763601_000001:21,139-36,305 (+)

RCS-specific HTH-type transcriptional activator RcIR (NEBJIOIN_00026)
DNA-invertase hin (NEBJIOIN_00027)
DNA-invertase hin (NEBJIOIN_00029)
2425 | | 28] 30

IMGPR_plasmid_2855737162_000001: 14,176-31,194 (+)

Tn3 family transposase 1S1071 (BBGJNCGL_00029)
3031

IMGPR_plasmid_637000047_000001: 17,502-32,867 (+)

Endoribonuclease PemK (KNOOEPGP_00032)
DNA-invertase hin (KNOOEPGP_00030)
Antitoxin Peml (KNOOEPGP_00031)
33 |T |29

IMGPR_plasmid_3300038808_000003:21,187-35,854 (-)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (AAHFAKDF_00019)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267.2) (AAHFAKDF_00020)
Tyrosine recombinase XerC (KA'WFAKDFL00021)
22 \ | 18

O D >XAEHD -0

— —
IMGPR _plasmid_640048583_000001: 11,464-28,611 (-)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (PBMLCLNF_00030)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NFO00267.2) (PBMLCLNF_00029)
Tyrosine recombinase XerC (PBMLCLNF_00028)
27 | | 31

O ol

IMGPR _plasmid_3300025706_000004: 15,153-32,898 (+)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (DBHCGMMI_00021)
Tyrosine recombinase XerC (DBHCGMWOOZE
23 | 20

O D

IMGPR_plasmid_2597489897_000001: 13,090-30,203 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (HNBJCOJF_00029)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (HNBJCOJF_00032)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (HNBJCOJF_00030)
EreA-NCBIFAM EreA family erythromycin esterase (NFO00208.1) (HNBJCOJF_00031)
Tyrosine recombinase XerC (HNBJCOJF_00028)
27 | \ 33

) D

IMGPR _plasmid_2675903541_000003: 15,363-34,566 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BALAPGKG_00029)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFO00294.1) (BALAPGKG_00030)
blaOXA-2_like-NCBIFAM OXA- 2fam||y class D beta-lactamase (NF000267.2) (BALAPGKG_00028)
Tyrosine recombinase XerC (BALAPGKG_00027)
33 32 31 | | 26

| O O —

IMGPR_plasmid_641210317_000001: 22,329-43,394 (-)

2 Tyrosine recombinase XerC (LBODAGGE_00001)

AR

IMGPR_plasmid_2802429198_000002: 319-11,338 (-)
1S3 family transposase ISPa56 (EGEBIBNN_00025)
Tyrosine recombinase XerD (EGEBIBNN_00024)
1S3 family transposase ISPa56 (EGEBIBNN_00026)
Tyrosine recombinase XerC‘(EiGEBIBNN,OOOZD
DNA-invertase hin (EGEBIBNN_00028)
TnsC_0_V-K (EGEBIBNN_00030)
31 29 |

23 22

O D

IMGPR_plasmid_2617271286_000001: 13,445-35,614 (-)

Tyrosine recombinase XerC (KKKJPMFE_00040)
DNA-invertase hin (KKKJPMFE_00041)
TnsC_0_V-K (KKKJPMFE_00043)

44 [ 42 | ‘39
O ol —

IMGPR_plasmid_640048305_000001: 28,314-48,800 (-)

Phenoxybenzoate dioxygenase subunit beta(MCOHGAOL_00037)
HTH-type transcriptional regulator GbpR (MCOHGAOL_00032)
Phenylacetaldehyde dehydrogenase (MCOHGAOL_00033)
Transcriptional regulator KdgR (MCOHaAOL_OOO3 1)

1S30 family transposase 151086 (MCOHGAOL_00030) Phthalate 4,5- |oxygenase oxygenase subunit (MCOHGAOL_00040)
DNA-invertase hin (MCOHGAOL _ 00029) ‘ ‘ Michele_2A _hits grouped (MCOHGAOL 00038)
TnsC_0_V-K (MCOHGAOL_00027) Benzoylformate decarboxylase (MCOHGAOL _ 00034 4) Tyrosine recombinase XerC (MCOHGAOL_00041)
26 28 | | | 35 3 | | 39 \ 42 43
b DI -

IMGPR _plasmid_2839303116_000001: 14,632-48,445 (+)
blaOXA-198_like-NCBIFAM OXA-198 family carbapenem-hydrolyzing class D beta-lactamase (NFO40806.1) (EEDOBIKB_00022)
ANT _3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (EEDOBIKB,OOO@T
FloR-NCBIFAM chloramphenicol/ﬂorfenicolmx MFS transporter FloR (NFO00219.1) (EEDOBIKB_00031)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate syntHase Sul1 (NFO00294.1) (EEDOBIKB_00033)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (EEDOBIKB_00027)
Tetracycllne repressor protein class A from transposon 1721 (EEDOBIKB 00028)
IS6 family transposase 1526 (EEDOBIKB_00029)
‘ 1S6 famlly transposase 1S26 (EEDOBIKB_00024)
Tyrosine recombinase XerC (EEDOBIKB_00030)

1S6 family transposase 1S6100 (EEDOI IKB_OdOSé) DNA-invertase hin (EEDOBIKB_00023)
3534 | | 2625 | T 21 20
>D — N I —

IMGPR_plasmid_641210363_000001: 14,592-43,110 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (EKIBENCG_00041)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic bindiF{g protein MerP (TIGR02052.1) (EKIBENCG_00037)
PRK13747.1-PRK PIiT(IPRK13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (EKIBENCG_00047)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (EKIBENCG_00033)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (EKIBENCG_00039)
trans_MerF-NCBIFAM mercury resistance system transport protein MerF (NF033565.0) (EKIBENCG_00042)
\ coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NFO33783.1) (EKIBENCG_00046)
coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783 15 EKIBENCG_00034) L‘
|yase MerB-NCBIFAM' organomercurlal lyase MerB (NFO33555.1) (EKIBENCG_00044)
MerA-TIGRFAMs TIGRFAMS: mercury(ll) reductase (TIGR02053.1) (EKIBENCG_00043)
Meércuric transport protein MerT (EKIBEN CG_00040)
Mercuric tFansport protéin MerT (fKIBENCC 00038) ‘
DNA-invertase hin (EKIBENCG_00032) | L PlcR-PapR quorum sensing (VF0660) (EKIBENCG_00048)
Mercuric reductase (EKIBENCG_00035) DNA-invertase hin (EKIBENCG_00049)

TnsC_0_V-K (EKIBENCG_00030) Tn3 family transposase ISPa38 (EKIBENCG_00050)
29 31 || 36 as || || 51 52 53

IMGPR _plasmid_3300050331 000001: 18,247-51,025 (+)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (EMCJMDPL_00039)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) EMCJMDPL _00047)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)- responswe transcrlptlonal regulator (| NF010315 0) (EMCJMDPL_00044)
PRK13752.1-PRK PRKIPRK13752 1: Hg(l1)- responswe transcriptional regulator (NFO10315.0) (EMCJMDPL_00037)
phenyl_MerG-NCBIFAM phenylmercury resistance protein MerG (NF033786 1) (EMCJMDPL_00041)
coreg_MerD-NCBIFAM mercury resistance co- regulator MerD NF033783. 1) EMCJMDPL 00046)
lyase_MerB-NCBIFAM organomercurlal Iyase MerB (NF033555 1) EMCJMDPL 00045)
lyase_MerB-NCBIFAM organomercunal Iyase MerB (NF033555 1) (EMCJMDPL 00042)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (EMCJMDPL_00040)
DNA-invertase hin (EMCIMDPL 00048) | | |

TnsC_0_V-K (EMCJMDPL_00050) Mercuric transport protein MerT (EMCJMDPL_00038)
51 49 | | 43 || | [T | 36 35

IMGPR _plasmid_641210481_000001: 23,625-49,724 (-)
10000t ——mmm
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




